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0051464 Dysautonomia, Familial (/KBKAP) 2 Mutations, Fetal IKBKAP FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable

Interpretive Data:

Background information for Dysautonomia, Familial /KBKAP) 2 Mutations, Fetal:

Characteristics: Debilitating disease of gastrointestinal dysfunction, vomiting and autonomic crises, recurrent pneumonia, altered sensitivity to pain and
temperature, scoliosis, and cardiovascular instability. Other characteristics include infantile hypotonia, a broad-based ataxic gait that deteriorates, and
decreased life expectancy.

Incidence: 1 in 3,600 Ashkenazi Jewish individuals, unknown in other ethnicities.

Inheritance: Autosomal recessive.

Cause: Deleterious /KBKAP gene mutations.

Mutations Tested: R696P and IVS20(+6)T>C.

Clinical Sensitivity: 99 percent in Ashkenazi Jewish individuals, unknown in other ethnicities.

Methodology: PCR and allele-specific primer extension by bead array with fluorescence detection.

Analytical Sensitivity and Specificity: Greater than 99 percent.

Limitations: Mutations other than R696P and IVS20(+6)T>C will not be detected. Rare diagnostic errors can occur due to primer site mutations.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8 °C. Please specify on the
test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83898 Amplification; 83914 x2 Extension; 83909 Capillary electrophoresis; 83912 Interpretation
and report. FCC: 83900 Multiplex amplification (first two sequences); 83901 x14 Additional amplification; 83909 Capillary
electrophoresis. If MCC MAT (0050608) is performed: 83891 Isolation; 83900 Multiplex amplification; 83901 x14 Additional

amplification; 83909 Capillary electrophoresis; 83912 Interpretation and report - Additional CPT code modifiers may be required for
procedures performed to test for oncologic or inherited disorders.
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0092118 Everolimus EVEROLIMUS

Specimen Required: Collect: One 3 mL lavender (EDTA) or pink (K,EDTA).
Transport: 3 mL whole blood at 2-8°C. (Min: 0.25 mL)
Unacceptable Conditions: Serum, plasma, and specimens ambient longer than 24 hours. Clotted specimens.
Stability: Ambient: 24 hours; Refrigerated: 2 weeks; Frozen: 2 weeks

Reference Interval: 3-8 ng/mL

Interpretive Data: The suggested therapeutic range is based on a trough specimen and is intended for kidney transplant patients receiving everolimus in
combination with cyclosporine. The optimal therapeutic range for a given patient may differ from this suggested range based on treatment phase (initiation
or maintenance), use in combination with other drugs, time of specimen collection relative to prior dose, type of transplanted organ and/or the therapeutic
approach of the transplant center. Symptoms of toxicity are more likely at trough concentrations that exceed 12 ng/mL.

New Tesf 2002658 Familial Mediterranean Fever (MEFV) Sequencing FMF FGS

Effective January 19, 2010

Patient History For Familial Mediterranean

- Fever
Methodology: Polymerase Chain Reaction/Sequencing
Performed: Varies
Reported: Within 21 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for Familial Mediterranean Fever (MEFV) Sequencing:

Characteristics: Recurrent episodes of inflammation, fever, abdominal pain, chest pain, joint pain, skin eruptions and the development of renal amyloidosis.
Prevalence: 1 in 1,000 worldwide.

Inheritance: Autosomal recessive.

Cause: Pathogenic MEFV gene mutations.

Clinical Sensitivity: Approximately 80 percent.

Methodology: Bidirectional sequencing of the entire MEFV coding region and intron-exon boundaries.

Analytical Sensitivity and Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer site mutations. Regulatory region, intronic mutations and large deletions/duplications will not be
detected.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x10 Amplification; 83904 x10 Sequencing; 83909 Capillary electrophoresis, 83912 Interpretation and report.
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002658 Familial Mediterranean Fever (MEFV) Sequencing New Test (6] Refer to Test Mix Addendum for
build information.
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2001980 Familial Mutation, Targeted Sequencing, Fetal SEQ FSM FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data: For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery,
please collect a cord blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8
degrees C. Please specify on the test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for
specimen identification purposes.

0051469 Fanconi Anemia, Group C (FANCC) 2 Mutations, Fetal FANCC FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K,EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL)
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background information for Fanconi Anemia, Group C (FANCC) 2 Mutations, Fetal:

Characteristics: Short stature, abnormal skin pigmentation, and multiple malformations including: eyes, ears, heart, oral cavity, thumbs, forearms, kidneys,
urinary tract, hearing loss, hypogonadism, and developmental delay. Progressive bone marrow failure occurs during the first decade of life. Hematologic and
nonhematologic malignancies occur in ~20 percent and ~30 percent of those affected respectively.

Incidence: 1 in 32,000 Ashkenazi Jewish individuals; unknown in other ethnicities.

Inheritance: Autosomal recessive.

Cause: Deleterious FANCC gene mutations.

Mutations detected: 322delG and IVS4(+4)A>T.

Clinical Sensitivity: 99 percent in Ashkenazi Jewish individuals, unknown in other ethnicities.

Methodology: PCR and allele-specific primer extension by bead array with fluorescence detection.

Analytical Sensitivity and Specificity: Greater than 99 percent.

Limitations: Mutations other than 322delG and IVS4(+4)A>T will not be detected. Rare diagnostic errors may occur due to primer site mutations.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8 °C. Please specify on the
test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83900 Multiplex amplification; 83914 x2 Extension; 83909 Capillary electrophoresis; 83912
Interpretation and report. FCC: 83900 Multiplex amplification (first two sequences); 83901 x14 Additional amplification; 83909
Capillary electrophoresis. If MCC MAT (0050608) is performed: 83891 Isolation; 83900 Multiplex amplification; 83901 x14
Additional amplification; 83909 Capillary electrophoresis; 83912 Interpretation and report - Additional CPT code modifiers may be
required for procedures performed to test for oncologic or inherited disorders.
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2001743 Fetal Hemoglobin Determination for Fetomaternal Hemorrhage FHGB

Interpretive Data: The performance characteristics of this test were determined by ARUP Laboratories, Inc.

Result Interpretation

% Fetal RBCs The fetal RBC percentage is directly measured by flow cytometry and
gives the percentage of fetal RBCs in maternal circulation resulting from
recent fetal-maternal hemorrhage. Post-partum, some fetal cells are
expected (0.04% plus or minus 0.024%, mean plus or minus SD).

Fetal Blood Volume Fetal blood volume is the volume of feto-maternal hemorrhage and is
calculated from the % Fetal RBCs by multiplying by 50, assuming a
maternal blood volume of 5000 mL and a hematocrit of 50%. Post-partum,
some feto-maternal hemorrhage is expected (2.0 mL plus or minus 1.2 mL,
mean plus or minus SD).

Rhlg Required Given the delivery of an RhD+ fetus from an RhD- mother, the amount of
IM Rhlg (anti-RhD immunoglobulin) required to avoid sensitization is 10
ng for each mL of feto-maternal hemorrhage.

Rhlg Vials Required Given the delivery of an RhD+ fetus from an RhD- mother, one (1) vial of
RhD (300 pg vial administered IM) is recommended when the amount of
RhD required is <300 pg. From 300-600 pg, 2 vials are recommended;
from 600-900 pg, 3 vials are recommended; from 900-1200 pg, 4 vials are
recommended; from 1200-1500 pg, 5 vials are recommended and so forth.

New Tesf 2002716 FOXL2 Mutation Detection by Pyrosequencing FOXL2

Effective January 19, 2010

Methodology: Polymerase Chain Reaction/Pyrosequencing
Performed: Varies
Reported: 10-12 days

Specimen Required: Collect: Tumor tissue.
Transport: Paraffin-embedded, formalin-fixed tissue block, or 5 unstained 5um slides at 20-25°C. (Min: 3 slides) Protect paraffin block
from excessive heat. Ship in cooled container during summer months. Include surgical pathology report.
Unacceptable Conditions: Paraffin blocks with less than or equal to 50% tumor tissue remaining or specimens fixed/processed in
alternative fixatives (alcohol, Prefer®) or fixatives containing heavy metals.
Stability: Ambient: Indefinitely; Refrigerated: Indefinitely; Frozen: Unacceptable

Interpretive Data:  Refer to report.
Please refer to Statement B in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 88381 Microdissection; 83907 Lysis; 83898 Amplification; 83904 Sequencing; 83912 Interpretation and report - Additional CPT code
modifiers may be required for procedures performed to test oncologic or inherited disorders.

New York approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002716 FOXL2 Mutation Detection by Pyrosequencing New Test (0] Refer to Test Mix Addendum for
build information.
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NeW Tesf 2002662 Freeman-Sheldon Syndrome (MYH3) Sequencing Exon 17 FSS SEQ

Effective January 19, 2010

Patient History for Freeman-Sheldon

.-H--.-
Methodology: Polymerase Chain Reaction/Sequencing
Performed: Varies
Reported: Within 14 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for Freeman-Sheldon Syndrome (MYH3) Sequencing Exon 17:

Characteristics: “Whistler appearance” due to facial muscle contractures, joint contractures of hands and feet, facial dysmorphism, strabismus, dental
crowding, restricted cervical flexion, scoliosis, hearing loss, cryptorchidism and inguinal hernia.

Prevalence: Uncertain; approximately 100 cases have been reported to date.

Inheritance: Autosomal dominant.

Cause: Pathogenic MYH3 gene mutations.

Clinical Sensitivity: Approximately 70 percent.

Methodology: Bidirectional sequencing of MYH3 exon 17 which includes the two most common mutations, R672C and R672H.
Analytical Sensitivity and Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer site mutations. Mutations outside exon 17 will not be detected.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x2 Amplification; 83904 x2 Sequencing; 83909 Capillary electrophoresis, 83912 Interpretation and report.
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002662 Freeman-Sheldon Syndrome (MYH3) Sequencing Exon 17 New Test O Refer to Test Mix Addendum for
build information.
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DELETE 0049370 Gastrointestinal Stromal Tumor Mutation GIST

HOT LINE NOTE: Please delete this test and refer to Gastrointestinal Stromal Tumor Mutation (2002674).

New Test 2002674 Gastrointestinal Stromal Tumor Mutation GIST MUT
Methodology: Polymerase Chain Reaction/High Resolution Melt Analysis
Performed: Varies
Reported: 10-12 days

Specimen Required: Collect: Tumor tissue.

Transport: Paraffin-embedded, formalin-fixed tissue block, or 6 unstained Sum slides at 20-25°C. (Min: 4 slides) Protect paraffin block
from excessive heat. Ship in cooled container during summer months. Include surgical pathology report.

Remarks: Only tissue that is clearly tumor (established by histological criteria) should be tested.

Unacceptable Conditions: Specimens fixed/processed in alternative fixatives (alcohol, Prefer®) should not be submitted.

Stability: Ambient: Indefinitely; Refrigerated: Indefinitely; Frozen: Unacceptable

Reference Interval: By report

Interpretive Data: Refer to report.

Please refer to Statement B in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s):

88342 Immunohistochemistry; 88381 Microdissection; 83907 Lysis; 83898 x2 Amplification; if additional exons are required, add
83898 Amplification times number of exons tested; 83912 Interpretation and report - Additional CPT code modifiers may be required
for procedures performed to test for oncologic or inherited disorders.

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code

Test Name Change Order/Result | Comments

2002674

Gastrointestinal Stromal Tumor Mutation New Test O Refer to Test Mix Addendum for
build information.
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0051439 Gaucher (GBA) 8 Mutations, Fetal GBA FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable

Interpretive Data:

Background information for Gaucher (GBA) 8 Mutations, Fetal:

Characteristics: Lysosomal storage disease with extreme symptomatic variability from lack of symptoms to perinatal lethality. Three subtypes have been
described based on their characteristics. Type 1 has bone disease, hepatosplenomegaly, anemia, thrombocytopenia, and lung disease but no primary CNS
disease. Type 2 has CNS onset before age two and progresses rapidly to death by age four. Type 3 may have onset by age two but is slowly progressive,
resulting in death usually in one’s 20’s or 30’s.

Incidence: 1 in 900 Ashkenazi Jewish individuals, unknown in other ethnicities.

Inheritance: Autosomal recessive.

Cause: Deleterious GBA gene mutations.

Mutations Tested: 84G>GG, IVS2(+1)G>A, N3708S, del55bp, V394L, D409H, L444P, R496H.

Clinical Sensitivity: 90 percent in Ashkenazi Jewish individuals, at least 55 percent in other ethnicities.

Methodology: PCR and allele-specific primer extension by bead array with fluorescence detection.

Analytical Sensitivity and Specificity: Greater than 99 percent.

Limitations: Mutations other than 84G>GG, IVS2(+1)G>A, N370S, del55bp, V394L, D409H, L444P, R496H will not be detected.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8°C. Please specify on the
test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83900 Multiplex amplification; 83914 x8 Extension; 83909 Capillary electrophoresis; 83912
Interpretation and report. FCC: 83900 Multiplex amplification (first two sequences); 83901 x14 Additional amplification; 83909
Capillary electrophoresis. If MCC MAT (0050608) is performed: 83891 Isolation; 83900 Multiplex amplification; 83901 x14
Additional amplification; 83909 Capillary electrophoresis; 83912 Interpretation and report - Additional CPT code modifiers may be
required for procedures performed to test for oncologic or inherited disorders.

0049192 Glomerular Basement Membrane Antibody, IgA (IFA) GBM-A IFA
Effective Immediately

CPT Code(s): 86255

2001510 Glutarylcarnitine Quantitative, Urine C5DC URINE

HOT LINE NOTE: Additional component information associated with this test affects interface clients only:

Code Test Name Change Order/Result | Comments

2001510 Glutarylcarnitine Quantitative, Urine Add R 2002778 C5DC UR INTERP
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DELETE 0051636 gp210 & sp100 Antibodies, IgG GP SP PAN

HOT LINE NOTE: Please delete this test. No referral available.

DELETE 0051621 gp210 Antibody, IgG GP210

HOT LINE NOTE: Please delete this test. No referral available.

0099470 Heavy Metals Panel 3, Blood HY MET B
Methodology: Atomic Absorption/Inductively Coupled Plasma-Mass Spectrometry
0025055 Heavy Metals Panel 6, Urine with Reflex to Arsenic Fractionated HYMET 6

Specimen Required: Collect: 24-hour or random urine collection. Specimen must be collected in a plastic container and should be refrigerated during
collection. ARUP studies indicate that refrigeration of urine alone, during and after collection, preserves specimens adequately if
tested within 14 days of collection.

Transport: 10 mL aliquot from a well-mixed collection at 2-8°C (Min: 5 mL). Submit specimen in two ARUP Trace Element-Free
Transport Tubes (ARUP supply #43116).

Remarks: Record total volume and collection time interval on transport tube and on test request form.

Unacceptable Conditions: Urine collected within 48 hours of administration of a gadolinium (Gd) containing contrast media (may
occur with MRI studies). Acid preserved urine.

Stability: Ambient: 1 week; Refrigerated (preferred): 2 weeks; Frozen: 1 year

0055593 Hepatitis C Virus Genotyping by PCR & Sequencing HEPCGENO

Specimen Required: Collect: One 6 mL serum separator tube, lavender (EDTA), pink (K,EDTA), or one 5 mL beige (Plasma Preparation Tube).
Transport: 2 mL serum or plasma, frozen. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen
according to Biological Substance, Category B, shipping guidelines.

Remarks: CRITICAL FROZEN. Separate serum or plasma from cells within two hours of collection. Separate specimens
must be submitted when multiple tests are ordered. This test may be unsuccessful if the HCV RNA viral load is less than 1,000
HCV RNA copies per mL of plasma.

Unacceptable Conditions: Nonfrozen or heparinized specimens. Specimens exposed to repeated freeze/thaw cycles.

Stability: After separartion from cells: Ambient: 6 hours; After separation from cells: Refrigerated: 3 days; Frozen: 4 months

DELETE 0051628 Hepatitis C Virus RNA Qualitative PCR with Reflex to Hepatitis HCVQL RR
C Virus Antibody (RIBA), Supplemental

HOT LINE NOTE: Please delete this test and refer to test Hepatitis C Virus RNA Qualitative PCR with Reflex to Hepatitis C Virus Antibody (RIBA),
Supplemental (2002684).
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New Test 2002684 Hepatitis C Virus RNA Qualitative PCR with Reflex to HCV QL RR

Methodology:
Performed:
Reported:

Hepatitis C Virus Antibody (RIBA), Supplemental

Real-Time Polymerase Chain Reaction/Recombinant Immunoblot
Sun-Sat
1-5 days

Specimen Required: Collect: One 6 mL serum separator tube, Plasma Preparation Tube, or one 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 2 mL serum or plasma, frozen. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen
according to Biological Substance, Category B, shipping guidelines.

Remarks: Separate specimens must be submitted when multiple tests are ordered. Separate serum or plasma

from cells within six hours.

Unacceptable Conditions: Specimens collected in ACD. Heparinized specimens.

Stability: Ambient: 6 hours (on cells); Serum or plasma removed from cells: Refrigerated: 3 days; Frozen: 4

months
Reference Interval:
Available Separately Components Reference Interval
Yes (0098264) Hepatitis C Virus RNA Qualitative PCR Not Detected
Yes (0020104) Hepatitis C Virus Antibody (RIBA), Negative
Supplemental

Interpretive Data: Refer to individual components.

ARUP intends use of this panel for diagnostic purposes.

Note: If the Hepatitis C Virus RNA Qualitative PCR test result is Not Detected, then the Hepatitis C Virus Antibody (RIBA) Supplemental will be

performed.
CPT Code(s): 87521 HCV Qual PCR; if reflexed, add 86804 HCV Ab RIBA
New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result Comments

2002684 Hepatitis C Virus RNA Qualitative PCR with Reflex to New Test (6] Refer to Test Mix Addendum for
Hepatitis C Virus Antibody (RIBA), Supplemental build information.

0051811 Hepatitis C Virus RNA Quantitative bDNA HCVRNA BC

Specimen Required: Collect: One 7 mL serum separator tube, Plasma Preparation Tube, lavender (EDTA), or pink (K,EDTA).

Transport: 1 mL serum or plasma, frozen. (Min: 0.2 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens collected
in a Plasma Preparation Tube may be submitted in original container. Submit specimen according to Biological Substance, Category
B, shipping guidelines.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Separate serum or
plasma from cells within four hours. Do not store Plasma Preparation Tube whole blood at 2-8°C.

Unacceptable Conditions: Nonfrozen, heparinized, thawed or refrozen specimens.

Stability: Ambient: 4 hours (on cells); Serum or plasma removed from cells; Refrigerated: 48 hours; Frozen

(20°C): 3 days; (-70°C): 4 months

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
0051811 Hepatitis C Virus RNA Quantitative bDNA Change (6] Add 2002645 HCVBC IU
Component
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DELETE

0051306 Hepatitis C Virus RNA Quantitative bDNA with Reflex to HCVBC GR

Genotype

HOT LINE NOTE: Please delete this test and refer to Hepatitis C Virus RNA Quantitative bDNA with Reflex to Genotype (2002681).

NeW Tesf 2002681 Hepatitis C Virus RNA Quantitative bDNA with Reflex HCVBD GR
to Genotype
Methodology: Branched Chain DNA/Sequencing
Performed: Tue, Fri
Reported: 7-11 days

Specimen Required:

Reference Interval:

Collect: One 7 mL serum separator tube, Plasma Preparation Tube, lavender (EDTA), or pink (K,EDTA).

Transport: 2 mL serum or plasma, frozen. (Min: 0.7 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens collected
in Plasma Preparation Tube should be submitted in original container. Submit specimen according to Biological Substance, Category
B, shipping guidelines.

Remarks: CRITICAL FROZEN. Additional specimens must be submitted when multiple tests are ordered. Remove serum or
plasma from cells within 4 hours.

Unacceptable Conditions: Heparinized or nonfrozen specimens. Specimens exposed to repeated freeze/thaw cycles.

Stability: Ambient: 4 hours (on cells); Serum or plasma removed from cells: Refrigerated: 48 hours; Frozen

(20°C): 3 days; Frozen (70°C): 4 months

Available Separately | Components Reference Interval
Yes (0051811) Hepatitis C Virus RNA Quantitative bDNA Not detected
Yes (0055593) Hepatitis C Virus Genotyping by PCR By report

& Sequencing

Interpretive Data: Refer to individual components.

Note: This test is intended for use in conjunction with clinical presentation and other laboratory markers as an indicator of disease prognosis. This test is also
used as an aid in assessing viral response to antiretroviral treatment as measured by changes in HCV RNA levels.

If Hepatitis C Virus RNA Quantitative bDNA is greater than or equal to 2.8 log IU/mL, then Hepatitis C Virus Genotype by PCR & Sequencing will be

added.

CPT Code(s):

87522 Hep C; if reflexed, add 87902 Genotype

New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result Comments
2002681 Hepatitis C Virus RNA Quantitative bDNA with Reflex to New Test (6] Refer to Test Mix Addendum for
Genotype build information.
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NeW Tesf 2002683 Hepatitis C Virus RNA Quantitative bDNA with Reflex HCVBD RR
to Hepatitis C Virus Antibody (RIBA), Supplemental
Methodology: Branched Chain DNA/Recombinant Immunoblot Assay
Performed: Sun-Sat
Reported: 1-5 days

Specimen Required: Collect: One 7 mL serum separator tube, Plasma Preparation Tube, or one 5 mL lavender (EDTA) or pink (K,EDTA).
Transport: 1 mL serum or plasma, frozen. (Min: 0.2 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen
according to Biological Substance, Category B, shipping guidelines.
Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Separate serum or plasma
from cells within four hours.
Unacceptable Conditions: Specimens collected in ACD. Nonfrozen, heparinized, thawed, or refrozen specimens.
Stability: Ambient: 4 hours (on cells); Serum or plasma removed from cells: Refrigerated: 48 hours; Frozen (20°C): 3 days;
(-70 °C): 4 months

Reference Interval:

Available Separately Components Reference Interval

Yes (0051811) Hepatitis C Virus RNA Quantitative Not detected
bDNA

Yes (0020104) Hepatitis C Virus Antibody (RIBA), Negative
Supplemental

Interpretive Data: Refer to individual components.
ARUP intends use of this panel for diagnostic purposes.

Note: A qualitative PCR assay with a detection limit of 50 [U/mL, Hepatitis C Virus RNA Qualitative PCR (0098264), is available for the assessment of
lower levels of HCV viremia.

If Hepatitis C Quantitative bDNA is less than 2.8 log IU/mL, then Hepatitis C Virus Antibody (RIBA) Supplemental will be added.
CPT Code(s): 87522 HCV Quant bDNA; if reflexed add 86804 HCV RIBA
New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result Comments

2002683 Hepatitis C Virus RNA Quantitative bDNA with Reflex to New Test O Refer to Test Mix Addendum for
Hepatitis C Virus Antibody (RIBA), Supplemental build information.

DELETE 0051630  Hepatitis C Virus RNA Quantitative bDNA with Reflex to HCVBC RR

Hepatitis C Virus Antibody (RIBA), Supplemental

HOT LINE NOTE: Please delete this test and refer to Hepatitis C Virus RNA Quantitative bDNA with Reflex to Hepatitis C Virus Antibody (RIBA),
Supplemental (2002683).
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New Test 2002682 Hepatitis C Virus RNA Quantitative bDNA with Reflex HCVBD QTR

Methodology:
Performed:
Reported:

Specimen Required:

Reference Interval:

to Hepatitis C Virus RNA Quantitative, Real-Time PCR

Branched Chain DNA/Polymerase Chain Reaction
Tue, Fri
3-9 days

Collect: One 6 mL serum separator tube, Plasma Preparation Tube, lavender (EDTA), or pink (K,EDTA).

Transport: 2 mL serum or plasma, frozen. (Min 1.5 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens collected
in a Plasma Preparation Tube should be submitted in original container. Submit specimen according to Biological Substance, Category
B, shipping guidelines.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Remove serum or
plasma from cells within four hours.

Unacceptable Conditions: Nonfrozen or heparinized specimens. Specimens exposed to repeated freeze/thaw cycles or collected in
ACD tubes.

Stability: Ambient: 4 hours (on cells); Serum or plasma removed from cells within Refrigerated: 48 hours;

Frozen (-20°C): 3 days; (-70°C): 4 months

Available Separately Components Reference Interval

Yes (0051811)

Hepatitis C Virus RNA Quantitative bDNA Not Detected

Yes (0098268)

Hepatitis C Virus RNA Quantitative PCR Not Detected

Interpretive Data: Refer to individual components.

Note: If Hepatitis C Quantitative bDNA is less than 2.8 log IU/mL, then Hepatitis C Virus RNA Quantitative, Real-Time PCR will be added.

CPT Code(s): 87522 HCV Quant bDNA; if reflexed add 87522 HCV Quant PCR
New York DOH approved.
HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:
Code Test Name Change Order/Result | Comments
2002682 Hepatitis C Virus RNA Quantitative bDNA with Reflex to New Test (6] Refer to Test Mix Addendum for
Hepatitis C Virus RNA Quantitative, Real-Time PCR build information.

DELETE

HOT LINE NOTE:
Time PCR (2002682)

0051307 Hepatitis C Virus RNA Quantitative bDNA with Reflex to HCVBC RR
Qualitative PCR

Please delete this test and refer to Hepatitis C Virus RNA Quantitative bDNA with Reflex to Hepatitis C Virus RNA Quantitative, Real-
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NeW TeSf 2002686 Hepatitis C Virus RNA Quantitative by Real-Time HCV QT RR
PCR with Reflex to Hepatitis C Virus Antibody (RIBA),
Supplemental
Methodology: Real-Time Polymerase Chain Reaction/Recombinant Immunoblot
Performed: Sun-Sat
Reported: 1-5 days

Specimen Required: Collect: One 6 mL serum separator tube, Plasma Preparation Tube, or one 5 mL lavender (EDTA) or pink (K,EDTA).
Transport: 3.5 mL serum or plasma, frozen. (Min: 1.8 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen
according to Biological Substance, Category B, shipping guidelines.
Remarks: Separate specimens must be submitted when multiple tests are ordered. Separate serum or plasma
from cells within six hours.
Unacceptable Conditions: Heparinized specimens.
Stability: Ambient: 6 hours (on cells); Serum or plasma removed from cells: Refrigerated: 3 days; Frozen: 6

weeks
Reference Interval:
Available Separately Components Reference Interval
Yes (0098268) Hepatitis C Virus RNA Quantitative, Not Detected

Real-Time PCR

Yes (0020104) Hepatitis C Virus Antibody (RIBA), Negative
Supplemental

Interpretive Data: Refer to individual components.

ARUP intends use of this panel for diagnostic purposes.

Note: If Hepatitis C Quantitative, Real-Time PCR is less than 1.6 log IU/mL, then Hepatitis C Virus Antibody (RIBA) Supplemental will be added.
CPT Code(s): 87522 HCV Quant PCR; if reflexed add 86804 HCV RIBA

New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002686 Hepatitis C Virus RNA Quantitative by Real-Time PCR New Test (6] Refer to Test Mix Addendum for
with Reflex to Hepatitis C Virus Antibody (RIBA), build information.
Supplemental
DELETE 0051632 Hepatitis C Virus RNA Quantitative by Real-Time PCR with HCVQT RR

Reflex to Hepatitis C Virus Antibody (RIBA), Supplemental

HOT LINE NOTE: Please delete this test and refer to Hepatitis C Virus RNA Quantitative by Real-Time PCR with Reflex to Hepatitis C Virus Antibody
(RIBA), Supplemental (2002686).
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0098268

Specimen Required:

Hepatitis C Virus RNA Quantitative, Real-Time PCR HEPCQNT

Collect: One 6 mL serum separator tube, Plasma Preparation Tube, or one 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 3 mL serum or plasma, frozen. (Min: 1.5 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens collected
in a Plasma Preparation Tube should be submitted in original container.

Submit specimen according to Biological Substance, Category B, shipping guidelines.

Remarks: Separate specimens must be submitted when multiple tests are ordered. Separate serum or

plasma from cells within six hours.

Unacceptable Conditions: Heparinized specimens.

Stability: Ambient: 6 hours (on cells); Plasma or serum removed from cells: Refrigerated: 3 days; Frozen: 6 weeks

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
0098268 Hepatitis C Virus RNA Quantitative, Real-Time PCR Change (6] Add 2002324 HCV IU Component
New Test 2002685 Hepatitis C Virus RNA Quantitative Real-Time PCR with HCV QT GR
Reflex to Genotype
Methodology: Real-Time Polymerase Chain Reaction/Sequencing
Performed: Sun-Sat
Reported: 6-11 days

Specimen Required:

Reference Interval:

Collect: One 6 mL serum separator tube, Plasma Preparation Tube, lavender (EDTA), or pink (K,EDTA).

Transport: 3.5 mL serum or plasma, frozen. (Min: 1.5 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens
collected in a Plasma Preparation Tube should be submitted in original container. Submit specimen according to Biological Substance,
Category B, shipping guidelines.

Remarks: Separate specimens must be submitted when multiple tests are ordered. Separate plasma or

serum from cells within six hours.

Unacceptable Conditions: Heparinized specimens.

Stability: Ambient: 6 hours (on cells); Serum or plasma removed from cells: Refrigerated: 3 days; Frozen: 4

months

Available Separately Components Reference Interval
Yes (0098268) Hepatitis C RNA Quantitation Real-Time PCR Not Detected
Yes (0055593) Hepatitis C Virus Genotyping by PCR & Sequencing By report

Interpretive Data: Refer to individual components.

Note: If Hepatitis C Virus RNA Quantitative Real-Time PCR result is greater than or equal to 2.8 log IU/mL, then Hepatitis C Virus Genotyping by PCR &
Sequencing will be added.

CPT Code(s): 87522 Hep C quantitative; if reflexed, add 87902 Genotype
New York DOH approved.
HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:
Code Test Name Change Order/Result | Comments
2002685 Hepatitis C Virus RNA Quantitative Real-Time PCR with New Test (¢} Refer to Test Mix Addendum for
Reflex to Genotype build information.
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DELETE 0055604 Hepatitis C Virus RNA Quantitative Real-Time PCR with Reflex HCVRNAPR
to Genotype

HOT LINE NOTE: Please delete this test and refer to Hepatitis C Virus RNA Quantitative Real-Time PCR with Reflex to Genotype (2002685).

DELETE 0056114 Hepatitis C Virus RNA Quantitative with Reflex to Qualitative HEPCPANR
PCR

HOT LINE NOTE: Please delete this test and refer to Hepatitis C Virus RNA Quantitative, PCR (0098268).

0020799 Hepatitis Delta Virus Antibody HEP D AB
Performed: Tue, Fri
Reported: 1-7 days

2002218 HER-2/neu (PATHWAY®) (4B5) Tissue Assay, Paraffin 4B5 IP
Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:

Grade Interpretation Microscopic Finding

0 Negative No staining is observed in invasive tumor cells.

1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Equivocal Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in less than 30% of
tumor cells.

3+ Positive Uniform intense membrane staining of
more than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing, and FISH
results should be considered definitive.

Interpretive Data: The results of the Ventana PATHWAY ® anti-HER2/neu (4B5) rabbit monoclonal assay are interpreted in a semi-quantitative manner.
Assay is performed on paraffin-embedded, formalin-fixed tissue. Antibody clone is 4B5 and uses a biotinylated detection system.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org.
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2002217 HER-2/neu (PATHWAY®) (4B5) with Reflex to FISH if 2+ 4B5 2 IP
Performed: Mon-Fri
Reported: 1-5 days

Reflexed to HER2FISH (0049218) if 2+, FISH assay will be performed and reported within 4-12 days, if no
repeats are required.

Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:
Grade Interpretation Microscopic Finding
0 Negative No staining is observed in invasive tumor cells.
1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Equivocal Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in 30% or less of
tumor cells.

3+ Positive Uniform intense membrane staining of more
than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing. FISH results
should be considered definitive.

Interpretive Data: The results of the Ventana PATHWAY ® anti-HER2/neu (4B5) rabbit monoclonal assay are interpreted in a semi-quantitative manner.
Assay is performed on paraffin-embedded, formalin-fixed tissue. Antibody clone is 4B5 and uses a biotinylated detection system.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org.
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2002216 HER-2/neu (PATHWAY®) (4B5) with Reflex to FISH if 2+ or 3+ 4B5 23 IP
Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:

Grade Interpretation Microscopic Finding

0 Negative No staining is observed in invasive tumor cells.

1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Equivocal Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in 30% or less of
tumor cells.

3+ Positive Uniform intense membrane staining of more
than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing. FISH results
should be considered definitive.

Interpretive Data: The results of the Ventana PATHWAY ® anti-HER2/neu (4B5) rabbit monoclonal assay are interpreted in a semi-quantitative manner.
Assay is performed on paraffin-embedded, formalin-fixed tissue. Antibody clone is 4B5 and uses a biotinylated detection system.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org.
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0049174 HercepTest® Tissue Assay, Paraffin HERCEPIP
Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:

Grade Interpretation Microscopic Finding

0 Negative No staining is observed in invasive tumor cells.

1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Equivocal Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in 30% or less of
tumor cells.

3+ Positive Uniform intense membrane staining of more
than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing, and FISH
results should be considered definitive.

Interpretive Data: The results of the HercepTest® by DAKO are interpreted in a semi-quantitative manner. Assay is performed on paraffin-embedded,
formalin-fixed tissue. Antibody clone is polyclonal and the detection system is LSAB.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org.

Page 51



®
ARUPLABORATORIES

HOT LINE Effective February 16, 2010

0049178 HercepTest® with Reflex to HER-2/neu by FISH if 2+ HERCEP2IP
Performed: Mon-Fri
Reported: 1-5 days.

Reflexed to HER2FISH (0049218) if 2+, FISH assay will be performed and reported within 4-12 days, if no repeats are required.

Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:

Grade Interpretation Microscopic Finding

0 Negative No staining is observed in invasive tumor cells.

1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Equivocal Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in 30% or less of
tumor cells.

3+ Positive Uniform intense membrane staining of more
than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing. FISH results
should be considered definitive.

Interpretive Data: The results of the HercepTest® by DAKO are interpreted in a semi-quantitative manner. Assay is performed on paraffin-embedded,
formalin-fixed tissue. Antibody clone is polyclonal and the detection system is LSAB.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org
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0049172 HercepTest® with Reflex to HER-2/neu by FISH if 2+ or 3+ HERCE23 IP
Reference Interval: These results are given as 0 to 3+ with the following definitions and interpretations:

Grade Interpretation Microscopic Finding

0 Negative No staining is observed in invasive tumor cells.

1+ Negative Weak, incomplete membrane staining in any

proportion of invasive tumor cells, or weak,
complete membrane staining in less than 10%
of cells.

2+ Complete membrane staining that is nonuniform
or weak but with obvious circumferential
distribution in at least 10% of cells, or intense
complete membrane staining in 30% or less of
tumor cells.

3+ Positive Uniform intense membrane staining of more
than 30% of invasive tumor cells.

3+ reactions with HercepTest® are considered a positive result and indicative of a possible response to Herceptin therapy. 0 and 1+ reactions are
considered negative and suggest a lack of response to Herceptin therapy. It is recommended that a 2+ result be confirmed by FISH testing. FISH results
should be considered definitive.

Interpretive Data: The results of the HercepTest® by DAKO are interpreted in a semi-quantitative manner. Assay is performed on paraffin-embedded,
formalin-fixed tissue. Antibody clone is polyclonal and the detection system is LSAB.

ARUP Laboratories uses the ASCO/CAP criteria for interpretation of HER2 protein expression. Positive cases are those with uniform intense membrane
staining of more than 30% of invasive tumor cell (Score 3+). Negative cases are defined as no staining (Score 0) or weak, incomplete membrane staining in
any proportion of invasive tumor cells, or weak, complete membrane staining in less than 10% of cells (Score 1). Equivocal cases are those with complete
membrane staining that is nonuniform or weak but with obvious circumferential distribution in at least 10% of cells, or intense complete membrane staining
in 30% or less of tumor cells (Score 2).

For more information refer to the ASCO/CAP guidelines found at http://www.jco.org

0092399 HIV Phenosense GT HIVPHENOGT
Performed: Varies
Reported: Varies

Specimen Required: Collect: One 10 mL lavender (EDTA) or pink (K,EDTA). Also acceptable: two 5 mL Plasma Preparation Tubes.
Transport: 4 mL plasma, frozen. (Min: 3 mL) Submit specimen in an ARUP Standard Transport Tube.
Submit specimen according to Biological Substance, Category B, shipping guidelines.
Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. For Plasma Preparation
Tube specimens: Collect 2 tubes and separate plasma from cells within 2 hours from collection, pour into an ARUP Standard Transport
Tube and freeze immediately. For EDTA specimens: Separate plasma from cells within 2 hours from collection, pour into an ARUP
Standard Transport Tube and freeze immediately. Indicate on the test request form the patient’s most recent viral load with viral load
collection date. If viral load is less than 500 copies, testing MAY NOT be performed.
Unacceptable Conditions: Whole blood. Thawed specimens. Specimens collected in yellow (ACD), or green (heparin) transport tubes.
Cracked, broken, or unlabeled tubes. Specimens less than 1 mL.
Stability: Ambient: Unacceptable; Refrigerated: Unacceptable; Frozen: 1 month

CPT Code(s): 87900; 87901; 87903; 87904 x10
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0093061

Specimen Required:

Human Immunodeficiency Virus 1 DNA PCR, Qualitative HIV DNA

Collect: One 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 3 mL whole blood at 2-8°C. (Min: 1.5 mL) Submit specimen according to Biological Substance, Category B, shipping
guidelines.

Remarks: DO NOT FREEZE. Specimen must be received by ARUP within 72 hours.

Unacceptable Conditions: Serum or samples collected in heparin tubes. Frozen specimens.

Stability: Ambient: 72 hours; Refrigerated: 72 hours; Frozen: Unacceptable

0055670

Specimen Required:

Human Immunodeficiency Virus 1, Genotyping HIVIGENO

Collect: Two 5 mL lavender (EDTA) or Plasma Preparation Tube. Remove EDTA plasma from cells ASAP. Centrifuge Plasma
Preparation Tube plasma ASAP.

Transport: 5 mL plasma, frozen. (Min: 2.5 mL) Submit specimen in an ARUP Standard Transport Tube.

Submit specimen according to Biological Substance, Category B, shipping guidelines.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Remove EDTA
plasma from cells ASAP and freeze in a polypropylene tube at -20°C for transport. Spin Plasma Preparation Tube ASAP and
freeze at -20°C or lower for transport. This test may be unsuccessful if the plasma HIV-1 RNA viral load is less than 1,000 HIV-1
RNA copies per mL of plasma. Separate plasma from cells within 2 hours.

Unacceptable Conditions: Serum, whole blood, or heparinized plasma. Specimens that are thawed or have exposed to repeated freeze/
thaw cycles.

Stability: Ambient: 2 hours. After separation from cells: Refrigerated: 24 hours; Frozen: 4 months

0020466

Specimen Required:

Human Immunodeficiency Virus 1 RNA Quantitative bDNA HIV BDNA

Collect: One 7 mL lavender (EDTA), pink (K,EDTA), or two 5 mL Plasma Preparation Tube.
Transport: 3 mL plasma, frozen. (Min: 2.5 mL) Submit specimen in an ARUP Standard Transport Tube. Specimens collected in a
Plasma Preparation Tube may be submitted in the original container. Submit specimen according to Biological Substance, Category B,
shipping guidelines.
Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Separate plasma from
cells within four hours.
Unacceptable Conditions: Serum. Heparinized specimens.
Stability: EDTA or K, EDTA: Ambient: 4 hours (on cells); Plasma removed from cells: Refrigerated: 48 hours;

Frozen (-20°C): 3 days; Frozen (-70°C): 4 months

K, Plasma Preparation Tube (Plasma Preparation Tube): Ambient: 2 hours (on cells); Plasma removed from cells:
Ambient: 24 hours; Refrigerated: Unacceptable; Frozen (-20°C): 3 days; Frozen (-70°C): 4 months

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
0020466 Human Immunodeficiency Virus 1 RNA Change (6] Add 2002687 HIVBC CPY
Quantitative bDNA Component
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New Test 2002688 Human Immunodeficiency Virus 1 RNA Quantitative HIVBD GR
bDNA with Reflex to Genotype
Methodology: Branched Chain DNA/Genotyping
Performed: Mon, Wed, Fri
Reported: 2-15 days

Specimen Required: Collect: Two 5 mL lavender (EDTA), pink (K,EDTA), or Plasma Preparation Tube.
Transport: 5 mL plasma, frozen. (Min: 2.5 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen according to
Biological Substance, Category B, shipping guidelines.
Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Separate plasma from cells
within two hours.
Unacceptable Conditions: Serum, whole blood or heparinized plasma. Specimens exposed to repeat freeze/thaw cycles.
Stability: Ambient: 2 hours (on cells) Plasma removed from cells: Refrigerated: 24 hours; Frozen: 4 months

Reference Interval:

Available Separately Components Reference Interval

Yes (0020466) Human Immunodeficiency Virus | RNA Quantitative Not Detected
bDNA

Yes (0055670) Human Immunodeficiency Virus 1, Genotyping By report

Interpretive Data: Refer to individual components.
Note: If HIV-1 RNA Quantitative bDNA is greater than or equal to 3.0 log copies/mL, then HIV-1 Genotype will be added.

CPT Code(s): 87536 HIV bDNA; if reflexed, add 87901 Genotype
This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002688 Human Immunodeficiency Virus | RNA Quantitative New Test (6] Refer to Test Mix Addendum for
bDNA with Reflex to Genotype build information.
DELETE 0051664 Human Immunodeficiency Virus 1 RNA Quantitative bDNA HIVBC GR

with Reflex to Human Immunodeficiency Virus 1 Genotyping

HOT LINE NOTE: Please delete this test and refer to Human Immunodeficiency Virus 1 RNA Quantitative bDNA with Reflex to Genotype (2002688).

DELETE 0051660 Human Immunodeficiency Virus 1 RNA Quantitative Real- HIVQ GR
Time PCR with Reflex to Genotyping

HOT LINE NOTE: Please delete this test and refer to Human Immunodeficiency Virus 1 RNA Quantitative Real-Time PCR with Reflex to Genotype
(2002689).
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0055598 Human Immunodeficiency Virus 1 RNA Quantitative Real-Time PCR HIVPCRQ
Performed: Sun-Sat
Reported: 1-2 days

Specimen Required: Collect: One 5 mL lavender (EDTA), pink (K,EDTA), or Plasma Preparation Tube.
Transport: 3 mL plasma, frozen. (Min: 1.5 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen according to
Biological Substance, Category B, shipping guidelines.
Remarks: Separate specimens must be submitted when multiple tests are ordered. Separate plasma from cells within six hours.
Unacceptable Conditions: Serum or heparinized specimens. Specimens submitted in a Plasma Preparation Tube (aliquot plasma prior
to freezing).
Stability: Ambient: 6 hours (on cells); Plasma removed from cells: 24 hours; Refrigerated: 5 days; Frozen: 4 months

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
0055598 Human Immunodeficiency Virus 1 RNA Quantitative Add R Add 2002646 HIV CPY
Real-Time PCR Component
New Tesf 2002689 Human Immunodeficiency Virus 1 RNA Quantitative HIVQT GR
Real-Time PCR with Reflex fo Genotype
Methodology: Real-Time Polymerase Chain Reaction
Performed: Sun-Sat
Reported: 2-13 days

Specimen Required: Collect: One 5 mL lavender (EDTA), pink (K,EDTA), or Plasma Preparation Tube.
Transport: 3 mL plasma, frozen. (Min: 2.5 mL) Submit specimen in an ARUP Standard Transport Tube. Submit specimen according to
Biological Substance, Category B, shipping guidelines.
Remarks: CRITICAL FROZEN. Prior to freezing, separate plasma from cells within two hours of collection. Separate
specimens must be submitted when multiple tests are ordered.
Unacceptable Conditions: Serum. Heparinized specimens. Specimens submitted in a Plasma Preparation Tube. (aliquot plasma prior to
freezing).

Stability: Ambient: 2 hours (on cells); Plasma removed from cells: Refrigerated: 24 hours; Frozen: 4 months

Reference Interval:

Available Separately | Components Reference Interval
Yes (0055598) Human Immunodeficiency Virus 1 RNA Quantitative Real- Not detected

Time PCR
Yes (0055670) Human Immunodeficiency Virus 1, Genotyping By report

Interpretive Data: Refer to individual components.
Note: If HIV-1 RNA Quantitative Real-Time PCR is greater than or equal to 3.0 log copies/mL, then HIV-1 Genotyping will be added.
CPT Code(s): 87536 Quantitative PCR; if reflexed, add 87901 Genotyping

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002689 Human Immunodeficiency Virus 1 RNA Quantitative Real- New Test (6] Refer to Test Mix Addendum for
Time PCR with Reflex to Genotype build information.
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0051186

Human Immunodeficiency Virus 1, virco®TYPE HIVIVT

Specimen Required: Collect: Two 5 mL lavender (EDTA) or pink (K,EDTA), or two beige Plasma Preparation Tube. Remove EDTA plasma from cells

ASAP. Centrifuge Plasma Preparation Tube plasma ASAP.

Transport: 5 mL plasma (EDTA or beige, Plasma Preparation Tube), frozen. (Min: 2.5 mL) Submit specimen in an ARUP Standard
Transport Tube.

Submit specimen according to Biological Substance, Category B, shipping guidelines.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Remove EDTA
plasma from cells ASAP and freeze in a polypropylene tube at -20°C for transport. Spin Plasma Preparation Tube ASAP and
freeze at -20°C or lower for transport. This test may be unsuccessful if the plasma HIV-1 RNA viral load is less than 1,000 HIV-1
RNA copies per mL of plasma. Separate plasma from cells within 2 hours.

Unacceptable Conditions: Serum or whole blood. Heparinized or nonfrozen specimens. Specimens exposed to repeated freeze/thaw
cycles.

Stability: Ambient: 2 hours. After separation from cells: Refrigerated: 24 hours; Frozen: 4 months

0051250

Human Immunodeficiency Virus 2 Antibody with Reflex to Confirmation HIV-2 PAN

Interpretive Data: Please refer to Statement D in the Compliance Statements section in the front of the Laboratory Test Directory.

Note: *Performed and Reported times indicated are for the initial anti-HIV-2 screening test. If HIV-2 antibody screen is repeatedly reactive, then HIV-2
Antibody, Confirmation by Immunoblot will be added. ARUP intends use of this assay for clinical diagnosis. This assay should not be used for blood donor
screening or associated reentry protocols, or for screening human cell tissues or cellular and tissue-based products (HCT/P).

0091177 Hydrocarbon & Oxygenated Volatiles, Serum or Plasma HYDROX OXY
HOT LINE NOTE: Additional component information associated with this test affects interface clients only:
Code Test Name Change Order/Result | Comments
0091177 Hydrocarbon & Oxygenated Volatiles, Serum or Plasma Remove R 0091127 HYDROX OXY
0092332 17-Hydroxyprogesterone Quantitative by LC-MS/MS, Serum or Plasma OHPRGSTON

Specimen Required: Collect: One 4 mL serum separator tube. Also acceptable: lavender (EDTA), pink (K,EDTA), or green (sodium or lithium heparin).

Transport: 0.5 mL serum or plasma, frozen. (Min: 0.25 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Plasma should be separated from cells and frozen immediately after collection.

Unacceptable Conditions: Ambient specimens.

Stability: After separation from cells: Ambient: Unacceptable; Refrigerated: 1 week; Frozen: 6 months
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2002348 25-Hydroxyvitamin D2 and D3, Serum by Tandem Mass Spectrometry VITD2D3TMS

Effective Immediately

Interpretive Data:

Total Concentrations of 25-hydroxyvitamin D2 and 25-hydroxyvitamin D3:
Deficiency: Less than 20 ng/mL

Insufficiency: 20-29 ng/mL

Optimal Level: 30-80 ng/mL

Possible Toxicity: Greater than 150 ng/mL

0091530 Inhalants Panel, Solvents INHALANT S
Performed: Varies
Reported: Varies

Specimen Required: Collect: Plain red or gray (sodium fluoride/potassium oxalate).
Transport: 2 mL serum or plasma at 2-8°C. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube.
Unacceptable Conditions: Serum separator tubes.
Stability: Ambient: Undetermined; Refrigerated: Undetermined; Frozen: Undetermined

0070413 Inhibin B INHIBINB
Reference Interval:
Male Female
0-6 years: 40-630 pg/mL 0-6 years less than10-73 pg/mL
7-10 years: 35-170 pg/mL 7-10 years less than 10-130 pg/mL
11-18 years: 50-475 pg/mL 11-12 years less than 10-186 pg/mL
19-45 years: 40-450 pg/mL 13-18 years less than 10-360 pg/mL
Greater than or equal to 46 years: less than 10-200 pg/mL Pre-menopausal less than 10-290 pg/mL
Follicular phase 10-290 pg/mL
Post-menopausal greater than or equal to 16 pg/mL

DELETE 0099230 Interleukin 2 by ELISA L2

HOT LINE NOTE: Please delete this test and refer to Interleukin 2 by MAFD (0051588).

0020843 Kidney Stone Risk Panel, Urine KID

Specimen Required: Collect: 24-hour urine. Use Kidney Stone/Supersaturation Urine Collection Kit (ARUP supply# 46007). Specimens should be
refrigerated during collection.
Transport: Four (4) aliquots of urine, 4 mL each, from a well-mixed collection according to the following specifications:
1% aliquot: Dispense 4 mL of specimen into the Sulfamic Acid Tube. Mix well, then freeze.
2% aliquot: Dispense 4 mL of specimen into the Sodium Carbonate Tube. Mix well, then freeze.
34 aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.
4% aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.
Remarks: 24-hour urine should be delivered to laboratory ASAP following collection. Freeze specimens immediately after aliquoting.
Do not exceed 4 mL in tubes.
Stability: Ambient: Unacceptable; Refrigerated: 12 hours (after collection is complete); Frozen: 3 weeks
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0020805

Kidney Stone Risk Panel Il, Urine KID 2

Specimen Required: Collect: 24-hour urine. Use Kidney Stone/Supersaturation Urine Collection Kit (ARUP supply# 46007). Specimens should be

refrigerated during collection.

Transport: Four (4) aliquots of urine, 4 mL each, from a well-mixed collection according to the following specifications:

1% aliquot: Dispense 4 mL of specimen into the Sulfamic Acid Tube. Mix well, then freeze.

21 aliquot: Dispense 4 mL of specimen into the Sodium Carbonate Tube. Mix well, then freeze.

34 aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.

4% aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.

Remarks: 24-hour urine should be delivered to laboratory ASAP following collection. Freeze specimens immediately after aliquoting.
Do not exceed 4 mL in tubes.

Stability: Ambient: Unacceptable; Refrigerated: 12 hours (after collection is complete); Frozen: 3 weeks

NeW Tesf 2002695 KIT Mutations, Melanoma KIT MELAN

Effective January 19, 2010

Methodology:
Performed:
Reported:

Polymerase Chain Reaction/High Resolution Melt Analysis
Varies
10-12 days

Specimen Required: Collect: Tumor tissue.

Reference Interval:

Transport: Paraffin-embedded, formalin-fixed tissue block, or 6 unstained Sum slides at 20-25°C. (Min: 4 slides) Protect paraffin block
from excessive heat. Ship in cooled container during summer months. Include surgical pathology report.

Remarks: Only tissue that is clearly tumor (established by histological criteria) should be tested.

Unacceptable Conditions: Specimens fixed/processed in alternative fixatives (alcohol, Prefer®) should not be submitted.

Stability: Ambient: Indefinitely; Refrigerated: Indefinitely; Frozen: Unacceptable

By report

Interpretive Data: Refer to report.

Please refer to Statement B in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s):

88342 Immunohistochemistry; 88381 Microdissection; 83907 Lysis; 83898 x2 Amplification; if additional exons are required, add
83898 Amplification times number of exons tested; 83912 Interpretation and report - Additional CPT code modifiers may be required
for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002695 KIT Mutations, Melanoma New Test (6] Refer to Test Mix Addendum for

build information.
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New Tesf 2002697 Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Deletion/ LDS DELDUP
Duplication

Effective January 19, 2010

Patient History for Loeys-Dietz Syndrome

-
Methodology: Polymerase Chain Reaction/Multiplex Ligation-dependent Probe Amplification
Performed: Varies
Reported: Within 14 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Deletion/Duplication:

Characteristics of Loeys-Dietz Syndrome (LDS): Vascular-thoracic findings (thoracic, cerebral and abdominal arterial aneurysms and/or dissections),
skeletal abnormalities (scoliosis, arachnodactyly, talipes equinovarus, joint laxity, pectus excavatum and carinatum), unusual craniofacial features
(hypertelorism, craniosynostosis and cleft palate/bifid uvula) and cutaneous findings (translucent velvety skin, widened poorly-formed scars and easy
bruising).

Incidence: Unknown, but rare, and seen in all ethnicities.

Inheritance: Autosomal dominant; 75 percent of mutations are de novo.

Penetrance: 99 percent.

Cause: Pathogenic TGFBR1 and TGFBR2 gene mutations.

Clinical Sensitivity: Unknown.

Methodology: Multiplex ligation-dependent probe amplification (MLPA) of the entire 7GFBRI and TGFBR2 coding regions.

Analytical Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to probe site mutations. Single base pair substitutions, small deletions/duplications, regulatory region
mutations and deep intronic mutations will not be detected. Deletion/duplication breakpoints will not be determined.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.
CPT Codes: 83891 Isolation; 83896 Nucleic acid probes; 83898 Amplification; 83914 Extension; 83909 Capillary electrophoresis; 83912

Interpretation and report - Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited
disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002697 Loeys-Dietz Syndrome (TGFBRI & TGFBR?2) Deletion/ New Test (6] Refer to Test Mix Addendum for
Duplication build information.
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NeW Tesf 2002705 Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Sequencing LDS FGS

Effective January 19, 2010

Patient History for Loeys-Dietz

-"-..-
Methodology: Polymerase Chain Reaction/Sequencing
Performed: Varies
Reported: Within 21 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Sequencing:

Characteristics of Loeys-Dietz Syndrome (LDS): Vascular-thoracic findings (thoracic, cerebral and abdominal arterial aneurysms and/or dissections),
skeletal abnormalities (scoliosis, arachnodactyly, talipes equinovarus, joint laxity, pectus excavatum and carinatum), unusual craniofacial features
(hypertelorism, craniosynostosis and cleft palate/bifid uvula) and cutaneous findings (translucent velvety skin, widened poorly-formed scars and easy
bruising).

Incidence: Unknown, but rare, and seen in all ethnicities.

Inheritance: Autosomal dominant; 75 percent of mutations are de novo.

Penetrance: 99 percent.

Cause: Pathogenic TGFBR1 and TGFBR2 gene mutations.

Clinical Sensitivity: 95 percent.

Methodology: Bidirectional sequencing of the 7GFBRI and TGFBR2 genes coding regions and intron-exon boundaries.

Analytical Sensitivity and Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer site mutations. Regulatory region mutations, deep intronic mutations, and large deletion/
duplications will not be detected.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x17 Amplification; 83904 x18 Sequencing; 83909 Capillary electrophoresis, 83912 Interpretation and report.
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002705 Loeys-Dietz Syndrome (TGFBRI & TGFBR2) Sequencing New Test (0] Refer to Test Mix Addendum for
build information.
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New Tesf 2002701 Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Sequencing LDS FGA
& Deletion/Duplication

Effective January 19, 2010

Patient History for Loeys-Dietz

-
Methodology: Polymerase Chain Reaction/Multiplex Ligation-dependent Probe Amplification/Sequencing
Performed: Varies
Reported: Within 35 days

Specimen Required: Collect: One 3 mL lavender (EDTA), pink (K,EDTA), or yellow (ACD solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 2 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for Loeys-Dietz Syndrome (TGFBR1 & TGFBR2) Sequencing and Deletion/Duplication:

Characteristics of Loeys-Dietz Syndrome (LDS): Vascular-thoracic findings (thoracic, cerebral and abdominal arterial aneurysms and/or dissections),
skeletal abnormalities (scoliosis, arachnodactyly, talipes equinovarus, joint laxity, pectus excavatum and carinatum), unusual craniofacial features
(hypertelorism, craniosynostosis and cleft palate/bifid uvula) and cutaneous findings (translucent velvety skin, widened poorly-formed scars and easy
bruising).

Incidence: Unknown, but rare, and seen in all ethnicities.

Inheritance: Autosomal dominant; 75 percent of mutations are de novo.

Penetrance: 99 percent.

Cause: Pathogenic TGFBR1 and TGFBR2 gene mutations.

Clinical Sensitivity: 95 percent.

Methodology: Bidirectional sequencing of the 7GFBRI and TGFBR?2 coding regions and intron-exon boundaries. Multiplex ligation-dependent probe
amplification (MLPA) of the entire 7GFBRI and TGFBR2 coding regions.

Analytical Sensitivity and Specificity of Sequencing: 99 percent.

Analytical Specificity of MLPA: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer or probe site mutations. Regulatory region mutations and deep intronic mutations will not be
detected. Deletion/duplication breakpoints will not be determined.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): Sequencing: 83891 Isolation; 83898 x17 Amplification; 83904 x18 Sequencing; 83909 Capillary electrophoresis. Del/Dup: 83896
Nucleic Acid Probes; 83898 Amplification; 83914 Extension; 83909 Capillary electrophoresis; 83912 Interpretation and report -
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

New York DOH approval pending. Call for status update.

Code Test Name Change Order/Result | Comments
2002701 Loeys-Dietz Syndrome (TGFBRI & TGFBR2) Sequencing New Test (6] Refer to Test Mix Addendum for
and Deletion/Duplication build information.
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0050119 Lupus Comprehensive Reflexive Panel LUPUS COMP

CPT Code(s): 86431 RF; 86160 C3; 86160 C4; 86038 ANA; if reflexed add 86039 ANA titer; if reflexed add 86235 RNP; 86235 Smith;
86235 SSA; 86235 SSB; 86235 Scl-70; 86376 TPO; 86225 dsDNA; if dsDNA reflexed, add 86225 dsDNA titer.

New Tesf 2002650 Lymphoma (Aggressive) Panel by FISH FISH ALYMP

Effective January 19, 2010

Time Sensitive Patient History For Cytogenetics

" (Chromosome) Studies
Methodology: Fluorescence in situ Hybridization
Performed: On request
Reported: Varies

Specimen Required: Collect: 3 mL non-diluted bone marrow aspirate collected in a heparinized syringe and transferred into a green (sodium heparin).
Also acceptable: Whole blood: one 10 mL green (sodium heparin). Other specimen types may be acceptable, contact the Cytogenetics
Laboratory for specific specimen collection and transportation instructions.

Transport: 3 mL bone marrow or 10 mL whole blood at 20-25°C. (Min: 1 mL bone marrow or 2 mL whole blood)

Remarks: It is recommended that all FISH studies be done in conjunction with routine cytogenetic analysis. (Refer to appropriate
Chromosome Analysis test for order instructions). If FISH only is requested, please include copy of previous cytogenetics report. If
cell pellets or dropped cytogenetics slides are not submitted, a processing fee will apply. This test must be ordered using Cytogenetic
test request form 43099 or through ARUP interface. Please submit the Cytogenetics and Chromosome Studies Information form with
the electronic packing list.

Unacceptable Conditions: Frozen, clotted, or paraffin-embedded specimens.

Stability: Ambient: 48 hours; Refrigerated: Unacceptable; Frozen: Unacceptable

Reference Interval: By report

Interpretive Data:
Probes included: IGH/BCL2, BCL6 and MYC

This panel is for the identification of double hit lymphoma and triple hit lymphoma, both of which show morphologic features intermediate between
diffuse large B-Cell lymphoma and Burkitt Lymphoma. Both are aggressive lymphomas and are characterized by a poor survival rate.

Please refer to Statement A in the Compliance Statements section in the front of the Laboratory Test Directory.
Notes: A processing fee will be charged if this procedure is canceled, at the client’s request, after the test has been set up, or if the specimen integrity
is inadequate to allow culture growth. The fee will vary based on specimen type. To order probes separately, refer to Chromosome FISH, Interphase

(2002298).

CPT Code(s): 88271 x3 DNA probe each; 88275 x3 Interphase in situ hybridization 100-300 each; 88291 Interpretation and report - Additional CPT
codes modifiers may be required for procedures performed to test for oncologic or inherited disorders.

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002650 Lymphoma (Aggressive) Panel by FISH New Test (6] Refer to Test Mix Addendum for
build information.
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2001547 Malaria, Rapid Screen (Includes Giemsa stain 0049025) BLD PARA

Specimen Required: Collect: Two 5 mL lavender (EDTA) or pink (K,EDTA).
Transport: 5 mL whole blood at 20-25°C. (Min: 1 mL) Travel history required.
Remarks: Specimen must be received within 24 hours of collection.
Unacceptable Conditions: Whole blood in any anticoagulant other than EDTA or K,EDTA.
Stability: Ambient: 24 hours; Refrigerated: Unacceptable; Frozen: Unacceptable

0081293 Maternal Screening, Sequential, Specimen #1 MS SEQ-1
HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:
Code Test Name Change Order/Result | Comments
0081293 Maternal Screening, Sequential, Specimen #1 Add R 2002856 EER MS SEQ-1
0081294 Maternal Screening, Sequential, Specimen #2 MS SEQ-2
HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:
Code Test Name Change Order/Result | Comments
0081294 Maternal Screening, Sequential, Specimen #2 Add R 2002857 EER MS SEQ-2
0081062 Maternal Serum Screening, Integrated, Specimen #1 MS INT-1
HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:
Code Test Name Change Order/Result | Comments
0081062 Maternal Serum Screening, Integrated, Specimen #1 Add R 2002854 EER MS INT-1
0081064 Maternal Serum Screening, Integrated, Specimen #2 MS INT-2

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

0081064 Maternal Serum Screening, Integrated, Specimen #2 Add R 2002855 EER MS INT-2
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0051205 Medium Chain Acyl-CoA Dehydrogenase Deficiency (ACADM) 2 MCADPCR
Mutations

Specimen Required: Collect: One 3 mL lavender (EDTA) or pink (K,EDTA). Also acceptable: yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:
Background Information for Medium Chain Acyl-CoA Dehydrogenase Deficiency, MCAD (4CADM) 2 Mutations:
Characteristics: Limited mitochondrial fatty acid beta-oxidation leading to hypoglycemia, lethargy, seizures, hypoketotic dicarboxylic aciduria, vomiting,

hepatomegaly, hepatic failure, encephalopathy, and sudden death. Manifestations often triggered by prolonged fasting or other metabolic stressors.
Incidence: 1 in 15,000.

Inheritance: Autosomal recessive.

Cause: Deleterious ACADM gene mutations.

Clinical Sensitivity: 75 percent for MCAD deficiency.

Mutations Tested: ACADM mutations ¢.985A>G (p.K304E) and ¢.199T>C (p.Y42H).

Methodology: Polymerase chain reaction and fluorescence monitoring.

Analytical Sensitivity and Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer site mutations. 4CADM mutations other than ¢.985A>G and ¢.199T>C will not be detected.

This test is performed pursuant to an agreement with Roche Molecular Systems, Inc.
Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

HOT LINE NOTE: Please remove information from the Unacceptable Conditions field. Additional component information associated with this test that
affects interface clients only:

Code Test Name Change Order/Result | Comments
0051205 Medium Chain Acyl-CoA Dehydrogenase Deficiency Add (6] 2001328 MCAD PCR Specimen
(ACADM) 2 Mutations
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New Tesf 2002756 Meperidine & Metabolite - Confirmation/Quantitation MEPER SP
- Serum or Plasma
Methodology: Liquid Chromatography-Tandem Mass Spectrometry
Performed: Sun-Sat
Reported: 1-4 days

Specimen Required: Collect: One 7 mL gray (sodium fluoride/potassium oxalate). Also acceptable: plain red, green (sodium heparin), lavender (EDTA), or
pink (K,EDTA).
Transport: 2 mL serum or plasma at 2-8°C. (Min: 1 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Remove serum/plasma from cells ASAP.
Unacceptable Conditions: Specimens exposed to repeated freeze/thaw cycles. Separator tubes and plasma or whole blood from 1t. blue
tubes (sodium citrate).
Stability: After separation from cells: Ambient: 1 week; Refrigerated: 2 weeks; Frozen: 3 years

Interpretive Data:
Drugs covered: Meperidine and normeperidine (meperidine metabolite - qualitative only).
Positive cutoff: meperidine: 2 ng/mL
normeperidine: 5 ng/mL
For medical purposes only; not valid for forensic use.
The presence of metabolite(s) without parent drug may indicate use of parent drug during the prior week.
The absence of expected drug(s) and/or drug metabolite(s) may indicate non-compliance, inappropriate timing of specimen collection relative to drug
administration, poor drug absorption, or limitations of testing. The concentration value must be greater than or equal to the cutoff to be reported as positive.

Interpretive questions should be directed to the laboratory.

CPT Code(s): 83925
New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002756 Meperidine & Metabolite - Confirmation/Quantitation - New Test (6] Refer to Test Mix Addendum for
Serum or Plasma build information.

Page 66



®
ARUPLABORATORIES

HOT LINE Effective February 16, 2010

New Tesf 2002760 Meperidine & Metabolite - Confirmation/Quantitation MEPER UR
- Urine
Methodology: Liquid Chromatography-Tandem Mass Spectrometry
Performed: Sun-Sat
Reported: 1-4 days

Specimen Required: Collect: Random urine.
Transport: 2 mL urine with no additives or preservatives at 20-25°C. (Min: 1 mL) Submit specimen in ARUP Standard Transport
Tube(s).
Unacceptable Conditions: Specimens exposed to repeated freeze/thaw cycles.
Stability: Ambient: 1 week; Refrigerated: 1 month; Frozen: 3 years

Interpretive Data:
Drugs covered: Meperidine and normeperidine (meperidine metabolite - qualitative only)
Positive cutoff: meperidine: 2 ng/mL
normeperidine: 5 ng/mL
For medical purposes only; not valid for forensic use.
The presence of metabolite(s) without parent drug is common and may indicate use of parent drug during the prior week.
The absence of expected drug(s) and/or drug metabolite(s) may indicate non-compliance, inappropriate timing of specimen collection relative to drug
administration, poor drug absorption, diluted/adulterated urine, or limitations of testing. The concentration value must be greater than or equal to the cutoff to
be reported as positive. Interpretive questions should be directed to the laboratory.
CPT Code(s): 83925
New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002760 Meperidine & Metabolite - Confirmation/Quantitation - New Test (6] Refer to Test Mix Addendum for
Urine build information.
DELETE 0091212 Meperidine, Serum or Plasma MEPERID SP

HOT LINE NOTE: Please delete this test and refer to Meperidine &Metabolite - Confirmation/Quantitation - Serum or Plasma (2002756).

DELETE 0091220 Meperidine, Urine MEPERID UR

HOT LINE NOTE: Please delete this test and refer to Meperidine & Metabolite - Confirmation/Quantitation — Urine (2002760).

0099305 Mercury, Whole Blood HG B
Methodology: Atomic Absorption/Inductively Coupled Plasma-Mass Spectrometry
0050615 Monoclonal Protein Detection Quantitation & Characterization, SPEP, IFE, IFE

IgA, IgG, IgM, Serum

HOT LINE NOTE: Name change only.
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New Tesf 2002715

Monoclonal Protein Detection, Quantitation,

Characterization, SPEP, IFE, IgA, IgG, IgM, FLC

Effective January 19, 2010

Methodology:
Performed:
Reported:

Immunofixation Electrophoresis/Capillary Electrophoresis/Nephelometry/Calculation

Mon-Fri
1-5 days

Specimen Required: Collect: One 4 mL serum separator tube.
Transport: 2 mL serum at 2-8°C. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Separate serum from cells ASAP.

Unacceptable Conditions: Plasma or ambient specimens.
Stability: After separation from cells: Ambient: Unacceptable; Refrigerated: 1 week; Frozen: 2 weeks

Reference Interval:

Available Separately Components Reference Interval
Yes (0050640) Protein Electrophoresis, Serum Components Reference Interval
Total Protein-Electrophoresis, Serum 6.00-8.30 g/dL
Albumin 3.75-5.01 g/dL
Alpha-1 Globulins 0.19-0.46 g/dL
Alpha-2 Globulins 0.48-1.05 g/dL
Beta Globulins 0.48-1.10 g/dL
Gamma 0.62-1.51 g/dL
Yes (0050272) Immunofixation Electrophoresis Gel | Normal IFE
Yes (0050340) Immunoglobulin A, Serum 0-30 days: 1-7 mg/dL 9-11 months: 16-83 mg/dL
1 month: 1-53 mg/dL 1 year: 14-105 mg/dL
2 months: 3-47 mg/dL 2 years: 14-122 mg/dL
3 months: 5-46 mg/dL 3 years: 22-157 mg/dL
4 months: 4-72 mg/dL 4 years: 25-152 mg/dL
5 months: 8-83 mg/dL 5-7 years: 33-200 mg/dL
6 months: 8-67 mg/dL 8-9 years: 45-234 mg/dL
7-8 months: 11-89 mg/dL 10 years and older: 68-378 mg/dL
Yes (0050350) Immunoglobulin G, Serum 0- 30 days: 611-1542 mg/dL 9-11 months: 282-1026 mg/dL
1 month: 241-870 mg/dL 1 year: 331-1164 mg/dL
2 months: 198-577 mg/dL 2 years: 407-1009 mg/dL
3 months: 169-558 mg/dL 3 years: 423-1090 mg/dL
4 months: 188-536 mg/dL 4 years: 444-1187 mg/dL
5 months: 165-781 mg/dL 5-7 years: 608-1229 mg/dL
6 months: 206-676 mg/dL 8-9 years: 584-1509 mg/dL
7-8 months: 208-868 mg/dL 10 years and older: 768-1632 mg/dL
Yes (0050355) Immunoglobulin M, Serum 0-30 days: 0-24 mg/dL 9-11 months: 39-142 mg/dL
1 month: 19-83 mg/dL 1 year: 41-164 mg/dL
2 months: 16-100 mg/dL 2 years: 46-160 mg/dL
3 months: 23-85 mg/dL 3 years: 45-190 mg/dL
4 months: 26-96 mg/dL 4 years: 41-186 mg/dL
5 months: 31-103 mg/dL 5-7 years: 46-197 mg/dL
6 months: 33-97 mg/dL 8-9 years: 49-230 mg/dL
7-8 months: 32-120 mg/dL 10 years and older: 60-263 mg/dL
Yes as (0055167) Kappa Quantitative Free Light 0.33 - 1.94 mg/dL
Chains, Serum
Lambda Quantitative Free Light 0.57-2.63 mg/dL
Chains, Serum
Kappa/Lambda Free Light Chain 0.26-1.65
Ratio, Serum

Note: A copy of the graph will follow the final report. This assay is highly sensitive to increasing concentrations of monoclonal free kappa or free
lambda light chains in the serum of patients with evolving or relapsing myelomas.

CPT Code(s):

82784 x3 Gamma-globulins: IgA, 1gG, IgM; 84165 Electrophoretic fractionation and quantitation; 86334 Immunofixation
electrophoresis; 84160 Total protein by refractometer; 83883 Kappa; 83883 Lambda

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code

Test Name

Change

Order/Result Comments

2002715

Monoclonal Protein Detection, Quantitation,
Characterization, SPEP, IFE, IgA, IgG, I1gM, FLC

New Test

(6] Refer to Test Mix Addendum for
build information.
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0051449 Mucolipidosis, Type IV (MICOLNT) 2 Mutations, Fetal MCOL FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable

Interpretive Data:

Background information for Mucolipidosis, Type IV (MCOLNT) 2 Mutations, Fetal:

Characteristics: Early onset of severe psychomotor delay, progressive visual impairment from corneal clouding and retinal degeneration. 15% of affected
will have progressive neurological degeneration. Affected persons may learn to say a few words or walk independently.

Incidence: 1 in 63,000 Ashkenazi Jewish individuals; unknown in other ethnicities.

Inheritance: Autosomal recessive.

Cause: Deleterious MCOLNI gene mutations.

Mutations Tested: del6.4kb and IVS3(-2)A>G.

Clinical Sensitivity: 95 percent in Ashkenazi Jewish individuals, unknown in other ethnicities.

Methodology: PCR and allele-specific primer extension by bead array with fluorescence detection.

Analytical Sensitivity and Specificity: Greater than 99 percent.

Limitations: Mutations other than del6.4kb and IVS3(-2)A>G will not be detected. Rare diagnostic errors may occur due to primer site mutations.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8 °C. Please specify on
the test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83900 Multiplex amplification; 83914 x2 Extension; 83909 Capillary electrophoresis; 83912
Interpretation and report. FCC: 83900 Multiplex amplification (first two sequences); 83901 x14 Additional amplification; 83909
Capillary electrophoresis. If MCC MAT (0050608) is performed: 83891 Isolation; 83900 Multiplex amplification; 83901 x14
Additional amplification; 83909 Capillary electrophoresis; 83912 Interpretation and report - Additional CPT code modifiers may be
required for procedures performed to test for oncologic or inherited disorder.

2002294 Multiple Myeloma Panel by FISH FISH MMP

Specimen Required: Collect: 3 mL non-diluted bone marrow aspirate collected in a heparinized syringe and transferred into a green (sodium heparin) tube.
Also acceptable: Whole blood: one 10 mL green (sodium heparin). Other specimen types may be acceptable, contact the Cytogenetics
Laboratory for specific specimen collection and transportation instructions.

Transport: 3 mL bone marrow or 10 mL whole blood at 20-25°C. (Min: 1 mL bone marrow or 2 mL whole blood.)

Remarks: It is recommended that all FISH studies be done in conjunction with routine cytogenetic analysis. (Refer to appropriate
Chromosome Analysis test for order instructions). If FISH only is requested, please include copy of previous cytogenetics report. If
cell pellets or dropped cytogenetics slides are not submitted, a processing fee will apply. This test must be ordered using Cytogenetic
test request form 43099 or through ARUP interface. Please submit the Cytogenetics and Chromosome Studies Information form with
the electronic packing list.

Unacceptable Conditions: Frozen, clotted, or paraffin-embedded specimens.

Stability: Ambient: 48 hours; Refrigerated: Unacceptable; Frozen: Unacceptable

Interpretive Data: Probes included: D13S319/TP53, 15q22/9q34, IGH and IGH/CCND1

CPT Codes: 88271 x6 DNA probe; 88275 x6 Interphase in situ hybridization 100-300; 88291 Interpretation and report- Additional CPT codes
modifiers may be required for procedures performed to test for oncologic or inherited disorders.
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Myasthenia Gravis Panel (Acetylcholine Receptor MYAS R PAN

New Test 2002666

Antibody Reflex Panel and Striated Muscle Antibody,
IgG with Reflex to Titer)

Methodology: Indirect Fluorescent Antibody/Radioimmunoassay
Performed: Mon-Fri
Reported: 1-7 days

Specimen Required: Collect: One 4 mL serum separator tube.
Transport: 1 mL serum at 2-8°C. (Min: 0.65 mL) Submit specimen in an ARUP Standard Transport Tube.
Unacceptable Conditions: Plasma. Hemolyzed, lipemic, or contaminated specimens.
Stability: After separation from cells: Ambient: 2 hours; Refrigerated: 1 week; Frozen: 1 month (avoid multiple freeze/thaw cycles)

Reference Interval:

Available Separately | Components Reference Interval
Yes (0080009) Acetylcholine Negative: 0.0-0.4 nmol/L
Receptor Binding Positive: 0.5 nmol/L or greater
Antibody
Yes (0099580) Acetylcholine Negative: 0-15% blocking
Receptor Blocking Indeterminate: 16-24% blocking
Antibody Positive: 25% or greater blocking
Yes (0099521) Acetylcholine Negative: 0-20% modulation
Receptor Modulating Indeterminate: 21-25% modulation
Antibody Positive: 26% or greater modulation
No Striated Muscle Screen | Less than 1:40 No antibody detected
No Striated Muscle Less than 1:40 No antibody detected
Antibody, I1gG Titer

Interpretive Data: See individual components.

Note: If Acetylcholine Receptor Binding Antibody result is greater than 0.4 nmol/L or Acetylcholine Receptor Blocking Antibody result is greater than 15%,

then Acetylcholine Receptor Modulating Antibody (0099521) will be added.

If Striated Muscle Ab is greater than or equal to 1:40, then a titer will be added.

CPT Code(s):

add 86256 STM titer

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

83519 ACHR Binding Ab; 83519 ACHR Blocking Ab; if reflexed, add 83519 ACHR Modulating Ab; 86255 STM screen; if reflexed,

Code Test Name

Change

Order/Result

Comments

2002666

Myasthenia Gravis Panel (Acetylcholine Receptor
Antibody Reflex Panel and Striated Muscle Antibody, IgG
with Reflex to Titer)

New Test

O

Refer to Test Mix Addendum for
build information.
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DELETE 0080177 Myasthenia Gravis Panel (Striated Muscle Antibody, IgG MYAS PAN
with Reflex to Titer)

HOT LINE NOTE: Please delete this test and refer to Myasthenia Gravis Panel (Acetylcholine Receptor Antibody Reflex Panel and Striated Muscle
Antibody, IgG with Reflex to Titer) (2002666).

New Tesf 2002709 Myelodysplastic Syndrome (MDS) Panel by FISH FISH MDS P

Patient History For Cytogenetics
- (Chromosome) Studies

e

Time Sensitive

Methodology: Fluorescence in situ Hybridization
Performed: On request
Reported: Varies

Specimen Required: Collect: 3 mL non-diluted bone marrow aspirate collected in a heparinized syringe and transferred into a green (sodium heparin) tube.
Also acceptable: Whole blood: one 10 mL green (sodium heparin). Other specimen types may be acceptable, contact the Cytogenetics
Laboratory for specific specimen collection and transportation instructions.

Transport: 3 mL bone marrow or 10 mL whole blood at 20-25°C. (Min: I mL bone marrow or 2 mL whole blood)

Remarks: It is recommended that all FISH studies be done in conjunction with routine cytogenetic analysis. (Refer to appropriate
Chromosome Analysis test for order instructions). If FISH only is requested, please include copy of previous cytogenetics report. If
cell pellets or dropped cytogenetics slides are not submitted, a processing fee will apply. This test must be ordered using Cytogenetic
test request form 43099 or through ARUP interface. Please submit the Cytogenetics and Chromosome Studies Information form with
the electronic packing list.

Unacceptable Conditions: Frozen, clotted, or paraffin-embedded specimens.

Stability: Ambient: 48 hours; Refrigerated: Unacceptable; Frozen: Unacceptable

Reference Interval: By report

Interpretive Data:
Probes included: EGR1 (5q del), D7S486 (7q del/-7), CEPS (+8), D20S108 (20q del)

Please refer to Statement A in the Compliance Statements section in the front of the Laboratory Test Directory.
Note: A processing fee will be charged if this procedure is canceled, at the client’s request, after the test has been set up, or if the specimen integrity
is inadequate to allow culture growth. The fee will vary based on specimen type. To order probes separately, refer to Chromosome FISH, Interphase

(2002298).

CPT Code(s): 88271 x4 DNA probe each; 88275 x4 Interphase in situ hybridization 100-300 each; 88291 Interpretation and report - Additional CPT
codes modifiers may be required for procedures performed to test for oncologic or inherited disorders.

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002709 Myelodysplastic Syndrome (MDS) Panel by FISH New Test (6] Refer to Test Mix Addendum for
build information.
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2001603 Neisseria meningitidis Tetravalent Antibodies (Serogroups A, C, W-135, NMENING
&Y), IgG
Performed: Mon
Reported: 1-8 days
0051459 Niemann-Pick, Type A (SMPD1) 4 Mutations, Fetal SMPD1 FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K,EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL)
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background information for Niemann-Pick, Type A (SMPD1) 4 Mutations, Fetal:

Characteristics: Lysosomal storage disease causing hepatosplenomegaly, delayed physical and mental growth, hypotonia, rigidity, mental retardation, and
death by age 3.

Incidence: 1 in 32,000 Ashkenazi Jewish individuals, unknown in other ethnicities.

Inheritance: Autosomal recessive.

Cause: Deleterious SMPD1 gene mutations.

Mutations Tested: L302P, 1bp del fsP330, R496L, R608del.

Clinical Sensitivity: 99 percent in Ashkenazi Jewish individuals, unknown in other ethnicities.

Methodology: PCR and allele-specific primer extension by bead array with fluorescence detection.

Analytical Sensitivity and Specificity: Greater than 99 percent.

Limitations: Mutations other than L302P, 1bp del fsP330, R496L, R608del will not be detected. Rare diagnostic errors may occur due to primer site
mutations.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8 °C. Please specify on the
test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83900 Multiplex amplification; 83914 x4 Extension; 83909 Capillary electrophoresis; 83912
Interpretation and report. FCC: 83900 Multiplex amplification (first two sequences); 83901 x14 Additional amplification; 83909
Capillary electrophoresis. If MCC MAT (0050608) is performed: 83891 Isolation; 83900 Multiplex amplification; 83901 x14
Additional amplification; 83909 Capillary electrophoresis; 83912 Interpretation and report - Additional CPT code modifiers may be
required for procedures performed to test for oncologic or inherited disorders.

DELETE 0095167 NMR LipoProfile® NMR LIPO

HOT LINE NOTE: Please delete this test and refer to NMR LipoProfile® Test (2002043).
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New Test 2002043 NMR LipoProfile® Test NMRLIPO

Effective Immediately

Methodology:
Performed:
Reported:

Specimen Required:

Reference Interval:

CPT Code(s):

Nuclear Magnetic Resonance
Varies
Varies

Collect: One 10 mL lavender (EDTA) or plain red. 12 hour fast is preferred, but not required.

Transport: 4 mL serum or plasma at 2-8°C. (Min: 2 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: CRITICAL REFRIGERATED. Specimen needs to reach the testing facility within 4 days of draw time.
Unacceptable Conditions: Specimens more than 10 days old. Serum separator tubes.

Stability: Ambient: Unacceptable, Refrigerated: 10 days, Frozen: Unacceptable

By report

83704

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002043 NMR LipoProfile® Test New Test O Refer to Test Mix Addendum for

build information.

0060247

Specimen Required:

Reference Interval:

Parasite Examination, Macroscopic ECTO

Collect: Ecto parasite.larvae/worm, immerse in 5-10 mL 70-80% ethanol and place in a clean, unpreserved vial (ARUP Supply#
40910). If scabies is suspected, scrape the stratum corneum from the leading edge of the lesion and place in 70-80% alcohol in a clean,
unpreserved vial.

Transport: Send specimen at 20-25°C. Submit specimen according to Biological Substance, Category B, shipping guidelines.
Unacceptable Conditions: Stool, dry specimen (unpreserved). Specimens submitted in preservative other than ethanol.

Stability: Ambient: 1 month; Refrigerated: 1 month; Frozen: Unacceptable

Identifiication of ecto parasite or larval form.

0049025

Specimen Required:

Parasites Smear (Giemsa Stain), Blood GIEMSA

Collect: One 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 5 mL whole blood and five thin blood smears (unstained, unfixed) and five thick smears (unstained, unfixed) at 20-25°C.
Thick smears are made by dropping 10 to 20 pL of blood onto a slide and spreading it into a dime-sized area with a wooden or plastic
applicator. Transport slides in cardboard slide holders. Travel history required.Submit specimen according to Biological Substance,
Category B, shipping guidelines.

Remarks: Specimen must be received within 24 hours of collection.

Stability: Ambient: 24 hours; Refrigerated: Unacceptable; Frozen: Unacceptable
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0030160

Specimen Required:

Platelet Aggregation Studies PLTAG

Collect: Hemostasis/Thrombosis laboratory must be called at (801) 583-2787 extension 2151 to schedule testing before sample
is drawn. Nine 5 mL It. blue (sodium citrate) and one 5 mL lavender (EDTA) or pink (K,EDTA). (Min: Nine 5 mL It. blue and one 5
mL lavender) Testing is limited to local clients only.

Transport: 45 mL whole blood (It. blue, sodium citrate) and one 5 mL whole blood (lavender, EDTA), at 20-25°C.

Remarks: CRITICAL AMBIENT. Specimen must be received within one hour of draw. Patient must be fasting. Include list of
current medications and most recent platelet count.

Unacceptable Conditions: Specimens not collected at ARUP 500 Chipeta Way. Specimens that have been centrifuged or
refrigerated.

Stability: Ambient: 1 hour; Refrigerated: Unacceptable; Frozen: Unacceptable

0060052

Specimen Required:

Pneumocystis jiroveci DFA PNEUMST

Collect: Bronchial washing, induced sputum, or bronchoalveolar lavage (BAL).

Transport: 5 mL respiratory specimen in sterile container at 2-8°C. (Min: 0.5 mL) Place each specimen in a separate, individually
sealed bag. Submit specimen according to Biological Substance, Category B, shipping guidelines.

Unacceptable Conditions: Tissues. Slides. Swabs. Leaking containers. Formalinized and frozen specimens.

Stability: Ambient: 2 hours; Refrigerated: 1 week; Frozen: Unacceptable

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
0060052 Pneumocystis jiroveci DFA Add Component Prompt 2002588 PNEUM SRC
0050083 proBrain Natriuretic Peptide, NT PRO BNP

Specimen Required:

Collect: One 7 mL serum separator tube, one 5 mL pink (K2EDTA) or green (ammonium or lithium heparin).
Transport: | mL serum or plasma, frozen. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Separate serum or plasma from cells ASAP.

Unacceptable Conditions: Specimens collected in containers other than specified above. EDTA specimens.
Stability: After separation from cells: Ambient: 8 hours; Refrigerated: 3 days; Frozen: 1 year
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NeW Tesf 2002726 PTEN-Related Disorders (PTEN) Deletion/Duplication PTENDELDUP

Effective January 19, 2010

Patient History for PTEN-Related Disorders

Methodology: Polymerase Chain Reaction/Multiplex Ligation-dependent Probe Amplification
Performed: Varies
Reported: Within 14 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for PTEN-Related Disorders (PTEN) Deletion/Duplication:

Characteristics of PTEN hamartoma tumor syndrome (PHTS): Clinical findings are highly variable and include Cowden syndrome (CS), Bannayan-
Riley-Ruvalcaba syndrome (BRRS), Proteus syndrome (PS) and Proteus-like syndrome (PSL).

CS: Multiple hamartoma syndrome with increased risk for malignant and benign tumors of the breast, thyroid and endometrium. Other associated findings
include macrocephaly and mucocutaneous lesions (facial trichilemmomas, palmoplantar keratoses and papillomatous papules).

BRRS: Characterized by macrocephaly, intestinal hamartomatous polyposis, lipomas, hemangiomas and pigmented macules of the glans penis.

PS: A progressive disorder demonstrating mosaic distribution of associated lesions. Findings include hamartomatous tissue overgrowth, hyperostoses,
connective tissue and epidermal nevi, dysregulated adipose tissue, vascular malformations and other congenital malformations.

PSL: Describes individuals with significant features of PS who do not meet clinical diagnostic criteria for PS.

Incidence: At least 1 in 200,000 for CS; PS is rare with approximately 120 reported cases; unknown for other PTEN-associated conditions.

Inheritance: Autosomal dominant. All mutations causing PS and 50-90 percent causing CS are de novo.

Penetrance: 99 percent by 30 years of age for CS.

Cause: Pathogenic PTEN gene mutations.

Clinical Sensitivity: Up to 10 percent for BRRS; unknown for CS, PS, and PSL.

Methodology: Multiplex ligation-dependent probe amplification (MLPA) to detect large PTEN coding region deletions/duplications.

Analytical Sensitivity and Specificity of MLPA: 90 and 98 percent, respectively.

Limitations: Rare diagnostic errors can occur due to probe site mutations. PTEN single base pair substitutions, small deletions/duplications, regulatory
region mutations, deep intronic mutations, and large deletions of single exons 1, 2, 3, 4, 8, and 9 will not be detected. Deletion/duplication breakpoints will
not be determined.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.
CPT Codes: 83891 Isolation; 83896 Nucleic acid probes; 83898 Amplification; 83914 Extension; 83909 Capillary electrophoresis; 83912

Interpretation and report - Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited
disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002726 PTEN-Related Disorders (PTEN) Deletion/Duplication New Test (6] Refer to Test Mix Addendum for
build information.
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New Tesf 2002722 PTEN-Related Disorders (PTEN) Sequencing PTEN FGS

Effective January 19, 2010

Patient History for PTEN-Related Disorders

.-‘-..-
Methodology: Polymerase Chain Reaction/Sequencing
Performed: Varies
Reported: Within 21 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable
Interpretive Data:
Background Information for PTEN-Related Disorders (PTEN) Sequencing:
Characteristics of PTEN hamartoma tumor syndrome (PHTS): Clinical findings are highly variable and include Cowden syndrome (CS), Bannayan-
Riley-Ruvalcaba syndrome (BRRS), Proteus syndrome (PS) and Proteus-like syndrome (PSL).
CS: Multiple hamartoma syndrome with increased risk for malignant and benign tumors of the breast, thyroid and endometrium. Other associated findings
include macrocephaly and mucocutaneous lesions (facial trichilemmomas, palmoplantar keratoses and papillomatous papules).
BRRS: Characterized by macrocephaly, intestinal hamartomatous polyposis, lipomas, hemangiomas and pigmented macules of the glans penis.
PS: A progressive disorder demonstrating mosaic distribution of associated lesions. Findings include hamartomatous tissue overgrowth, hyperostoses,
connective tissue and epidermal nevi, dysregulated adipose tissue, vascular malformations and other congenital malformations.
PSL: Describes individuals with significant features of PS who do not meet clinical diagnostic criteria for PS.
Incidence: At least 1 in 200,000 for CS; PS is rare with approximately 120 reported cases; unknown for other PTEN-associated conditions.
Inheritance: Autosomal dominant. All mutations causing PS and 50-90 percent causing CS are de novo.
Penetrance: 99 percent by 30 years of age for CS.
Cause: Pathogenic PTEN gene mutations.
Clinical Sensitivity: 80 percent for CS, 60 percent for BRRS, 50 percent for PSL and 20 percent for PS.
Methodology: Bidirectional sequencing of the PTEN promoter, coding region and intron-exon boundaries.
Analytical Sensitivity and Specificity: 99 percent.
Limitations: Rare diagnostic errors can occur due to primer site mutations. Some regulatory region mutations, deep intronic mutations, and large deletion/
duplications will not be detected.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x12 Amplification; 83904 x12 Sequencing; 83909 Capillary electrophoresis, 83912 Interpretation and report.
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002722 PTEN-Related Disorders (PTEN) Sequencing New Test (0] Refer to Test Mix Addendum for
build information.
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New Tesf 2002730 RASA1-Related Disorders (RASA1T) Sequencing RASA1 FGS

Effective January 19, 2010

Patient History for RASA1

-'H--.-
Methodology: Polymerase Chain Reaction/Sequencing
Performed: Varies
Reported: Within 28 days

Specimen Required: Collect: One 3 mL whole blood in lavender (EDTA), pink (K,EDTA) or yellow (ACD Solution A or B).
Transport: 3 mL whole blood at 2-8°C. (Min: 1 mL)
Stability: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for RASA1-Related Disorders (RASAI) Sequencing:

Characteristics: Multifocal, randomly distributed, capillary malformations (CM) that may be associated with a fast-flow lesion (arteriovenous
malformations [AVM] or arteriovenous fistula). Fast-flow lesions in the skin, muscle, bone, internal organs or brain can cause life-threatening complications
such as bleeding, congestive heart failure, or neurological consequences. Capillary malformation-arteriovenous malformation syndrome (CM-AVM) and
Parkes-Weber syndrome may be caused by R4SA4/ mutations.

Incidence: Unknown.

Inheritance: Autosomal dominant; approximately one-third are de novo.

Cause: Pathogenic R4SA/ gene mutations.

Clinical Sensitivity: 75 percent for CM-AVM based on a single study; unknown for other conditions.

Methodology: Bidirectional sequencing of the entire RASA/ coding region and intron-exon boundaries.

Analytical Sensitivity & Specificity: 99 percent.

Limitations: Rare diagnostic errors can occur due to primer site mutations. Regulatory region mutations, deep intronic mutations, and large deletions/
duplications will not be detected.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.
Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x31 Amplification; 83904 x31 Sequencing; 83909 Capillary electrophoresis, 83912 Interpretation and report.
Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002730 RASAI-Related Disorders (RASA1) Sequencing New Test (0] Refer to Test Mix Addendum for
build information.
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0070105

Renin Activity RENIN

Specimen Required: Collect: One 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 2 mL plasma, frozen. (Min: 1.2 mL) Submit specimen in an ARUP Standard Transport Tube.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Do not refrigerate.
Do not collect in refrigerated tubes. Separate plasma from cells and freeze immediately. Specimen should be drawn between 7:00
—10:00 a.m. If an upright specimen is collected, patient should be upright (seated or standing) for at least two hours.

Unacceptable Conditions: Serum. Specimens collected in heparin, citrate, or oxalate. Refrigerated specimens. Hemolyzed specimens.
Stability: After separation from cells: Ambient: 6 hours; Refrigerated: Unacceptable; Frozen: 1 month

Reference Interval:

Adult, normal sodium diet Children, normal sodium diet, supine: Children, normal sodium diet, upright:

Supine: 0.2-1.6 ng/mL/hr Newborn (1-7 days): 2.0-35.0 ng/mL/hr 0-3 years: Not Available

Upright: 0.5-4.0 ng/mL/hr Cord blood: 4.0-32.0 ng/mL/hr 4-5 years: Less than or equal to 15 ng/mL/hr
1-12 months: 2.4-37.0 ng/mL/hr 6-10 years: Less than or equal to 17 ng/mL/hr
13 months-3 years:1.7-11.2 ng/mL/hr 11-15 years: Less than or equal to 16 ng/mL/hr

4-5 years:1.0-6.5 ng/mL/hr
6-10 years: 0.5-5.9 ng/mL/hr
11-15 years: 0.5-3.3 ng/mL/hr

2001575

Renin, Direct RENIND

Specimen Required: Collect: One 5 mL lavender (EDTA) or pink (K,EDTA).

Transport: 2 mL plasma, frozen. (Min: 1 mL) Submit specimen in an ARUP Standard Transport Tube.

Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Do not refrigerate.
Do not collect in refrigerated tubes. Separate plasma from cells ASAP and freeze. Specimen should be drawn between 7:00 -
10:00 a.m. The patient must not have taken any antihypertensive medication for 8 days and have been supine or upright for more than
one hour before specimen collection.

Unacceptable Conditions: Serum, heparin, citrate or oxalate plasma, and refrigerated specimens. Hemolyzed specimens.

Stability: After separation from cells: Ambient: 4 hours; Refrigerated: Unacceptable; Frozen: 4 weeks
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NeW Tesf 2002559 Respiratory Mini Panel with HIN1 (2009) Typing HIN1 PCR
by RT-PCR
Effective Immediately
Methodology: Reverse Transcription Polymerase Chain Reaction
Performed: Sun-Sat
Reported: 1-3 days

Specimen Required: Collect: Respiratory specimen: nasal swabs, nasopharyngeal swab, throat swabs or nasal aspirates. Specimen source is required.
Transport: 1 mL respiratory specimen in viral transport media (Microtest M4 or UTM) (ARUP supply# 12884) at 2-8°C.
Submit specimen according to Biological Substance, Category B, shipping guidelines.
Unacceptable Conditions: Dry swabs, leaking or nonsterile containers. Respiratory aspirates in collection containers with tubing.
These containers tend to leak, compromising the specimen.
Stability: Ambient: 8 hours; Refrigerated: 10 days; Frozen: 2 months

Interpretive Data: The FDA authorized this test under an Emergency Use Authorization. Please refer to the Healthcare Provider and Patient Fact Sheets
(http://www.aruplab.com/Testing-Information/h1n1.jsp) or contact Client Services at 1-800-242-2787.

The 2009-HIN1 Influenza A virus real-time RT-PCR is the only test within the Viral Respiratory Panel authorized by the FDA under the Emergency Use
Authorization. Authorization is only for the detection of 2009 HIN1 Influenza virus and not for seasonal influenza A, B, or RSV.

This test is performed pursuant to a license agreement with Roche Molecular Systems, Inc.

Please refer to Statement B in the Compliance Statements section in the front of the Laboratory Test Directory.

Note: This test has not been FDA cleared or approved; this test has been authorized by FDA under Emergency Use Authorization; this test has been
authorized only for the detection of 2009 HIN1 influenza virus and not for any other viruses or pathogens; this test is only authorized for the duration of the

declaration of emergency under section 564(b)(1) of the ACT, 21 U.S.C. §360bbb-3(b)(1); and the declaration of emergency will expire on April 26, 2010,
unless it is terminated or revoked sooner or renewed.

CPT Code(s): 87798 HIN1 2009; 87801 Respiratory Mini Panel

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002559 Respiratory Mini Panel with HIN1 (2009) Typing New Test (6] Refer to Test Mix Addendum for
by RT-PCR build information.
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NeW Tesf 2002565 Respiratory Viruses DFA with Reflex to Respiratory RSPFAPCR
Virus Mini Panel by RT-PCR

Effective Immediately

Methodology: Direct Fluorescent Antibody Stain
Performed: Sun-Sat
Reported: Within 24 hours

Specimen Required: Collect: Nasal aspirate, nasopharyngeal swab. Transport in viral transport media (ARUP Supply# 12884). Source of specimen is
required.
Transport: Specimen in viral transport media at 2-8°C. (Min: 2 mL) Source of specimen is required. Place each specimen in a separate,
individually sealed bag. Submit specimen according to Biological Substance, Category B, shipping guidelines.
Remarks: Do not freeze. Do not send slides.
Unacceptable Conditions: Dry swabs, leaking or nonsterile containers.
Stability: Ambient: 2 hours; Refrigerated: 3 days; Frozen: Unacceptable

Reference Interval: Negative
Note: If DFA is negative or inadequate, then a Respiratory Virus Mini Panel by RT-PCR test code (0060764) will be added.

Sensitivity of DFA methodology is dependent upon adequacy of the specimen. If there are fewer than 20 cells, the DFA result will be reported as “sample
inadequate.”

CPT Code(s): 87276 Influenza A; 87275 Influenza B; 87279 x3 Parainfluenza (1,2,3); 87280 RSV; 87260 Adenovirus; 87299 Human
Metapneumovirus; if reflexed add 87801 Resp Mini PCR

This test is New York DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002565 Respiratory Viruses DFA with Reflex to Respiratory Virus New Test (6] Refer to Test Mix Addendum for
Mini Panel by RT-PCR build information.
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0050421 RhCc Antigen (RHCE) Genotyping RHC

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to
ship at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete.If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.

Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K,EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL)
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal whole blood specimen is recommended for proper fetal test interpretation. Order Maternal Cell (MCC MAT)
(0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Cultured cells or amniotic fluid: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

‘Whole blood: Ambient: 3 days; Refrigerated: 1 week; Frozen: Unacceptable

Interpretive Data:

Background Information for RhCc Antigen (RHCE) Genotyping

Characteristics: Fetal or neonatal alloimmune hemolytic disease, erythroblastosis, hydrops

Incidence: 13 percent of hydrops fetalis is caused by antigen-antibody mediated red cell hemolysis.

Inheritance: Autosomal recessive.

Cause: Maternal-Fetal Rh C/c antigen incompatibility.

Polymorphisms Tested: ¢.48C>G (p.C16W); ¢.201A>G (p.S178S), ¢.203A>G (p. N68S) and an intron 2 insertion.

Clinical Sensitivity: Unknown.

Methods: PCR of exons 1 and 2 of RHCE gene followed by fluorescent monitoring.

Analytic Sensitivity and Specificity: 98 percent.

Limitations: Bloody amniotic fluid specimens may give false-negative results because of maternal cell contamination; specificity may be compromised by
mutations in primer sites or those outside the RHCE exons examined; fetuses predicted to be unaffected should continue to be monitored by noninvasive
means.

For quality assurance purposes, ARUP Laboratories will provide confirmation of the above result at no charge. Following delivery, collect a 1 mL cord
blood sample in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport at 2-8 °C. Please specify on the test request form that this is a
confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

This test is performed pursuant to an agreement with Roche Molecular Systems, Inc.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83896 x4 Nucleic acid probes; 83898 x2 Amplification; 83912 Interpretation and report Additional CPT code
modifiers may be required for procedures performed to test for oncologic or inherited disorders.

HOT LINE NOTE: Please remove information from the Transport field in Specimen Requirements.
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0051368 RhD Antigen (RhD) Genotyping RHD

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

Maternal: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable

Interpretive Data:

Background Information for RhD Antigen (RhD) Genotyping:

Characteristics: Fetal or neonatal erythroblastosis and hydrops.

Incidence of Rhd negative genotype: 15% Caucasians, 5% African Americans, less than 1% Asians

Inheritance: Autosomal recessive

Cause: Maternal-fetal Rh D antigen incompatibility

Methods: Determine the presence of the RHD exons 5, 7, and a 37 base pair insertion in the intron 3/exon 4 boundary by PCR and fluorescence monitoring.
Allelic height ratios are used to determine the number of copies of RHD as compared to RHCE.

Limitations: Bloody amniotic fluid specimens may give false-negative results because of maternal cell contamination; specificity may be compromised
by mutations in primer sites or those outside the RHD exons examined; fetuses predicted to be unaffected should continue to be monitored by noninvasive
means.

Analytic Sensitivity and Specificity: Greater than 99%

Clinical Sensitivity: Greater than 98%

For quality assurance purposes, ARUP Laboratories will provide confirmation of the above result at no charge for amniotic specimens. Following delivery,
please collect a cord blood sample from the infant in a lavender (EDTA), pink (K,EDTA), or yellow (ACD Solution A) tube. Please specify on the test
request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

This test is performed pursuant to an agreement with Roche Molecular Systems, Inc.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83898 x3 Amplification; 83896 x6 Nucleic acid probes; 83912 Interpretation and report Additional CPT code
modifiers may be required for procedures performed to test for oncologic or inherited disorders.

HOT LINE NOTE: Please remove information from the Transport field in Specimen Requirements.
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0050423 RhEe Antigen (RHCE) Genotyping RH E

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to ship
at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.

Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL) i
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal whole blood specimen is recommended for proper fetal testing interpretation. Order Maternal Cell (MCC MAT)
(0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Cultured cells or amniotic fluid: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable

‘Whole blood: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable

Interpretive Data:

Background Information for RhEe Antigen (RHCE) Genotyping

Characteristics: Fetal or neonatal alloimmune hemolytic disease, erythroblastosis, hydrops

Incidence: 13 percent of hydrops fetalis is caused by antigen-antibody mediated red cell hemolysis.

Inheritance: Autosomal recessive

Cause: Maternal-fetal Rh E/e antigen incompatibility

Polymorphism Tested: ¢.676G>C (p.A226P) in the RHCE gene

Clinical Sensitivity: Unknown

Methods: PCR of exon 5 of RHCE gene followed by fluorescent monitoring.

Analytic Sensitivity and Specificity: 99 percent

Limitations: Bloody amniotic fluid specimens may give false-negative results because of maternal cell contamination; specificity may be compromised by
mutations in primer sites or those outside the RHCE exons examined; fetuses predicted to be unaffected should continue to be monitored by noninvasive
means.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport cord blood at 2-8°C. Please specify on the test
request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

This test is performed pursuant to an agreement with Roche Molecular Systems, Inc.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83896 x2 Nucleic acid probes; 83898 Amplification; 83912 Interpretation and report - Additional CPT code modifiers
may be required for procedures performed to test for oncologic or inherited disorders.

DELETE 0051625 sp100 Antibody, IgG SP100

HOT LINE NOTE: Please delete this test. No referral.

0098275 Substance P, EIA SUB P
Performed: Varies
Reported: Varies

Specimen Required: Collect: One 7 mL plain red or serum separator tube.
Transport: Two 1 mL aliquots of serum, frozen. (Min: 0.5 mL per aliquot) Submit specimens in two ARUP Standard Transport Tubes.
Remarks: CRITICAL FROZEN. Separate specimens must be submitted when multiple tests are ordered. Separate serum from
cells within 10 minutes. Freeze immediately after separation. Ship on dry ice.
Unacceptable Conditions: Ambient or refrigerated specimens.
Stability: Ambient: Unacceptable; Refrigerated: Unacceptable; Frozen: Indefinitely
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0051429 Tay-Sachs (HEXA) 7 Mutations, Fetal HEXA FE

Specimen Required: Collect and Transport: Cultured cells: Two T-25 flasks at 80% confluent of cultured amniocytes. Fill flasks with culture media to
ship at 20-25°C. Backup cultures must be retained at the client’s institution until testing is complete. If the client is unable to culture
amniocytes, this can be arranged by contacting ARUP Client Services at (800) 522-2787.
Maternal sample: One 3 mL whole blood, lavender (EDTA), pink (K,EDTA), or yellow (ACD Solution A or B) at 20-25°C.
Amniotic fluid: 10 mL unspun fluid at 20-25°C. (Min: 5 mL)
Remarks: Fetal specimens are CRITICAL AMBIENT and must be received within 48 hours of shipment due to liability of cells.
Maternal specimen is recommended for proper testing interpretation. Order Maternal Cell (MCC MAT) (0050608).
Patient History Form is available on the ARUP Web site or by contacting ARUP Client Services.
Stability: Fetal: Ambient: 2 days; Refrigerated: Unacceptable; Frozen: Unacceptable
Maternal: Ambient: 3 days; Refrigerated: | week; Frozen: Unacceptable
Interpretive Data:
Background information for Tay-Sachs (HEXA) 7 Mutations, Fetal:
Characteristics: Lysosomal storage disease that in its severe form leads to loss of motor skills beginning at three to six months of age that progresses to
blindness, seizures and total incapacitation and death by 4 years of age. A milder disease with later onset and slower progression is seen in affected adults.
Adult-onset Tay-Sachs is associated with variable neurological findings including: progressive dystonia, spinocerebellar degeneration, motor neuron disease
and bipolar form of psychosis.
Incidence: 1 in 3000 Ashkenazi Jewish individuals, unknown in other ethnicities.
Inheritance: Autosomal recessive.
Cause: Deleterious HEXA gene mutations.
Mutations Tested: Four severe (Delta7.6kb, IVS9(+1)G>A, 1278insTATC, IVS12(+1)G>C), one mild (G269S), and two pseudodeficiency alleles (R247W
and R249W).
Clinical Sensitivity: 94 percent in Ashkenazi Jewish individuals, unknown in other ethnicities.
Methodology: PCR and allele specific primer extension by bead array with fluorescence detection.
Analytical sensitivity and specificity: Greater than 99 percent.
Limitations: /EXA mutations other than those specified above will not be detected. Rare diagnostic errors may occur due to primer site mutations.

For quality assurance purposes, ARUP Laboratories will provide a confirmation of the above result at no charge. Following delivery, please collect a cord
blood sample from the infant in a lavender (EDTA) or yellow (ACD Solution A or B) top tube and transport 1 mL cord blood at 2-8 °C. Please specify on the
test request form that this is a confirmatory study to be performed at no charge. Please provide the mother’s name for specimen identification purposes.

Counseling and informed consent are recommended for genetic testing. Consent forms are available online at www.aruplab.com.

Please refer to Statement C in the Compliance Statements section in the front of the Laboratory Test Directory.

CPT Code(s): 83891 Isolation; 83892 x2 Digestion; 83900 Multiplex amplification (first two amplifications); 83901 x3 Additional amplification;
83914 x7 Extension; 83909 Capillary electrophoresis; 83912 Interpretation and report. FCC: 83900 Multiplex amplification (first
two sequences); 83901 x14 Additional amplification; 83909 Capillary electrophoresis. If MCC MAT (0050608) is performed: 83891
Isolation; 83900 Multiplex amplification; 83901 x14 Additional amplification; 83909 Capillary electrophoresis; 83912 Interpretation
and report - Additional CPT code modifiers may be required for procedures performed to test for oncologic or inherited disorders.
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0081058 Testosterone, Females or Children

TESTOS MAS

Specimen Required: Collect: One 6 mL serum separator tube or green (sodium or lithium heparin). Specimen should be collected between 6-10 a.m.
Transport: 1 mL serum or plasma at 2-8°C. (Min: 0.2 mL) Also acceptable: plasma (EDTA or heparin). Submit specimen in an ARUP

Standard Transport Tube.

Remarks: Separate serum from cells ASAP. This test is suggested for women and children due to an improved sensitivity of

testosterone by LC-MS/MS.

Stability: After separation from cells: Ambient: 24 hours; Refrigerated: 1 week; Frozen: 6 months

Reference Interval:

Serum Total Testosterone, Determined by LC-MS/MS

Female

Male

Premature (26-28 weeks): 5-16 ng/dL
Premature (31-35 weeks): 5-22 ng/dL
Newborn: 20-64 ng/dL

1-7 months: Levels decrease during the first month to less than 10 ng/dL and remain
at this level until puberty.

7-9 years: Less than 15 ng/dL

10-11 years: 2-42 ng/dL

12-13 years: 6-64 ng/dL

14-15 years: 9-49 ng/dL

16-17 years: 8-63 ng/dL

18-30 years: 11-59 ng/dL

31-40 years: 11-56 ng/dL

41-51 years: 9-55 ng/dL
Postmenopausal: 6-25 ng/dL

Tanner Stage I: Less than 17 ng/dL
Tanner Stage II: 4-39 ng/dL

Tanner Stage I11: 10-60 ng/dL

Tanner Stage IV: 8-63 ng/dL

Tanner Stage V: 10-60 ng/dL

Premature (26-28 weeks): 59-125 ng/dL

Premature (31-35 weeks): 37-198 ng/dL

Newborn: 75-400 ng/dL

1-7 months: Levels decrease rapidly the first week to 20-50 ng/dL, and then increase
to 60-400 ng/dL between 20-60 days. Levels then decline to pre-pubertal range levels
of 3-10 ng/dL by seven months.

7-9 years: Less than 9 ng/dL

10-11 years: 2-57 ng/dL

12-13 years: 7-747 ng/dL

14-15 years: 33-585 ng/dL

16-17 years: 185-886 ng/dL

18-39 years: 300-1080 ng/dL

40-59 years: 300-890 ng/dL

60 years and older: 300-720 ng/dL

Tanner Stage I: Less than 20 ng/dL

Tanner Stage II: 2-149 ng/dL

Tanner Stage I11: 7-762 ng/dL

Tanner Stage ['V: 164-854 ng/dL

Tanner Stage V: 194-783 ng/dL

DELETE 0070144 Thyroid Stimulating Hormone Receptor Antibody (TRAb) TRAB
HOT LINE NOTE: Please delete this test and refer to Thyroid Stimulating Hormone Receptor Antibody (TRAD) (2002734).
DELETE 0070267 Thyroid Stimulating Hormone Receptor Antibody (TRAb) 3rd TRAB 3

Generation

HOT LINE NOTE: Please delete this test and refer to Thyroid Stimulating Hormone Receptor Antibody (TRAD) (2002734).
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NeW TeSf 2002734 Thyroid Stimulating Hormone Receptor Antibody TR AB
(TRAb)
Methodology: Electrochemiluminescent Immunoassay
Performed: Sun-Sat
Reported: 1-2 days

Specimen Required:

Reference Interval:

Collect: One 4 mL serum separator tube.

Transport: 1 mL serum, frozen. (Min: 0.3 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Separate specimens must be submitted when multiple tests are ordered.

Unacceptable Conditions: Plasma. Grossly hemolyzed or lipemic specimens.

Stability: Ambient: 24 hours; Refrigerated: 3 days; Frozen: 1 month

Less than or equal to 1.75 TU/L

Interpretive Data: Positive results are consistent with autoimmune thyroid disease.

CPT Code(s):

This test is New York

83520

DOH approved.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments

2002734 Thyroid Stimulating Hormone Receptor Antibody (TRAb) New Test (6] Refer to Test Mix Addendum for

build information.

0093244

Thyroxine, Free by Equilibrium Dialysis/HPLC-Tandem Mass FT4 ED-TMS
Spectrometry

Reference Interval:

Age Thyroxine ng/dL
25-30 weeks gestation: 0.5-3.3 ng/dL
31-36 weeks gestation: 1.3-4.7 ng/dL
Birth to 1 week: 2.2-5.3 ng/dL
2-3 weeks: 0.9-4.0 ng/dL
1-11 months: 1.1-2.2 ng/dL
12 months-18 years: 1.0-2.0 ng/dL
19 years and older: 1.1-2.4 ng/dL
Pregnancy: Pregnancy:
Ist Trimester: 0.7-2.0 ng/dL
2nd Trimester: 0.7-2.1 ng/dL
3rd Trimester: 0.5-1.6 ng/dL
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NeW TeSf 2002764 Tramadol & Metabolites - Confirmation/Quantitation - TRAMAD SP
Serum or Plasma

Effective January 19, 2010

Methodology: Liquid Chromatography-Tandem Mass Spectrometry
Performed: Sun-Sat
Reported: 1-4 days

Specimen Required: Collect: One 7 mL gray (sodium fluoride/potassium oxalate). Also acceptable: plain red, green (sodium heparin), lavender (EDTA), or
pink (K,EDTA).
Transport: 2 mL serum or plasma at 2-8°C. (Min: 1 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Remove serum/plasma from cells ASAP.
Unacceptable Conditions: Specimens exposed to repeated freeze/thaw cycles. Separator tubes and plasma or whole blood from It. blue
tubes (sodium citrate).
Stability: After separation from cells: Ambient: 1 week; Refrigerated: 2 weeks; Frozen: 3 years

Interpretive Data:
Drugs covered: Tramadol, n-desmethyltramadol (qualitative only), and o-desmethyltramadol (qualitative only).
Positive cutoff: tramadol: 2 ng/mL
n-desmethyltramadol: 5 ng/mL
o-desmethyltramadol: 5 ng/mL
For medical purposes only; not valid for forensic use.
The presence of metabolite(s) without parent drug may indicate use of parent drug during the prior week.
The absence of expected drug(s) and/or drug metabolite(s) may indicate non-compliance, inappropriate timing of specimen collection relative to drug

administration, poor drug absorption, or limitations of testing. The concentration value must be greater than or equal to the cutoff to be reported as positive.
Interpretive questions should be directed to the laboratory.

CPT Code(s): 83925

New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002764 Tramadol & Metabolites - Confirmation/Quantitation - New Test (6] Refer to Test Mix Addendum for
Serum or Plasma build information.
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NeW Tesf 2002736 Tramadol & Metabolites - Confirmation/Quantitation TRAMAD UR
- Urine

Effective January 19, 2010

Methodology: Liquid Chromatography-Tandem Mass Spectrometry
Performed: Sun-Sat
Reported: 1-4 days

Specimen Required: Collect: Random urine.
Transport: 2 mL urine with no additives or preservatives at 20-25°C. (Min: 1 mL) Submit specimen in ARUP Standard Transport
Tube(s).
Unacceptable Conditions: Specimens exposed to repeated freeze/thaw cycles.
Stability: Ambient: 1 week; Refrigerated: 1 month; Frozen: 3 years

Interpretive Data:
Drugs covered: Tramadol, n-desmethyltramadol (qualitative only), and o-desmethyltramadol (qualitative only).
Positive cutoff: tramadol: 2 ng/mL
n-desmethyltramadol: 5 ng/mL
o-desmethyltramadol: 5 ng/mL
For medical purposes only; not valid for forensic use.
The presence of metabolite(s) without parent drug is common and may indicate use of parent drug during the prior week.
The absence of expected drug(s) and/or drug metabolite(s) may indicate non-compliance, inappropriate timing of specimen collection relative to drug
administration, poor drug absorption, diluted/adulterated urine, or limitations of testing. The concentration value must be greater than or equal to the cutoff to

be reported as positive. Interpretive questions should be directed to the laboratory.

CPT Code(s): 83925
New York DOH approval pending. Call for status update.

HOT LINE NOTE: Additional component information associated with this test that affects interface clients only:

Code Test Name Change Order/Result | Comments
2002736 Tramadol & Metabolites - Confirmation/Quantitation - New Test (6] Refer to Test Mix Addendum for
Urine build information.
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0098803 Troponin T TROPONIN T

Specimen Required: Collect: One 4 mL serum separator tube, one 5 mL pink (K, EDTA) or light blue (sodium citrate) tube.
Transport: 0.5 mL serum or plasma, frozen. (Min: 0.5 mL) Submit specimen in an ARUP Standard Transport Tube.
Remarks: Separate specimens must be submitted when multiple tests are ordered. EDTA and sodium citrate are acceptable.
Separate serum from cells ASAP.
Unacceptable Conditions: Specimens collected in potassium oxalate, sodium fluoride, heparin, or Plasma Preparation Tube. Grossly
hemolyzed specimens.
Stability: After separation from cells: Ambient: 4 hours; Refrigerated: 24 hours; Frozen: 1 year

0081145 Urine Supersaturation Profile URINE SAT

Specimen Required: Collect: 24-hour urine. Use Kidney Stone/Supersaturation Urine Collection Kit (ARUP supply# 46007). Specimens should be
refrigerated during collection.
Transport: Four (4) aliquots of urine, 4 mL each, from a well-mixed collection according to the following specifications:
1 aliquot: Dispense 4 mL of specimen into the Sulfamic Acid Tube. Mix well, then freeze.
2 aliquot: Dispense 4 mL of specimen into the Sodium Carbonate Tube. Mix well, then freeze.
34 aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.
4% aliquot: Dispense 4 mL of specimen into an Unpreserved Tube. Mix well, then freeze.
Remarks: 24-hour urine should be delivered to laboratory ASAP following collection. Freeze specimens immediately after aliquoting.
Do not exceed 4 mL in tubes.

Stability: Ambient: Unacceptable; Refrigerated: 12 hours (after collection is complete); Frozen: 3 weeks

0080379 Vitamin D, 25-Hydroxy VITD 25

Reference Interval: 0-17 years:
Deficiency: less than 20 ng/mL
Optimum level: greater than or equal to 20 ng/mL*
*(Wagner CL et al. Pediatrics 2008; 122: 1128-38.)

18 years and older:

Deficiency: Less than 20 ng/mL
Insufficiency: 20-29 ng/mL

Optimum Level: 30-80 ng/mL

Possible Toxicity: Greater than 150 ng/mL

0070277 Vitamin D, 25-Hydroxy by RIA D25

Reference Interval: 0-17 years:
Deficiency: less than 20 ng/mL
Optimum level: greater than or equal to 20 ng/mL*
*(Wagner CL et al. Pediatrics 2008; 122: 1128-38.)

18 years and older:

Deficiency: Less than 20 ng/mL
Insufficiency: 20-29 ng/mL

Optimum Level: 30-80 ng/mL

Possible Toxicity: Greater than 150 ng/mL

Page 89



®
ARUPLABORATORIES

HOT LINE Effective August 17, 2009
Summary of Hot Line Changes (7/08 to present)

ABO Group & Rh Type 0010003 ........cccevvevenrieninnne. 07/08 Change
Absolute Eosinophils Count 0040055 ..........cccoveeneenenn 08/09 Delete
Acetylcholine Receptor Antibody Panel

0080449 ..o 11/09 Delete
Acetylcholine Receptor Antibody Reflex Panel

2001571 11/09 NEW
Acetylcholine Receptor Modulating Antibody

0099521 ..ottt e 05/09 Change

Acetylcholine Receptor Binding Antibody 0080009....08/09 Change
Acetylcholine Receptor Binding Antibody

0080009.......c.coiiiiiiiiciic e 11/09 Change
Acetylcholine Receptor Blocking Antibody

0099580.....c.cviuimiiiieiciiiicieeee e 11/09 Change
Acetylcholine Receptor Modulating Antibody

0099521 ... 11/09 Change
Acetylcholinesterase 0099351 ........ccoeviveiiiniinccnnens 01/09 Change
Acetylcholinesterase 0099351 .......ccoevivineincnincnennnn 11/09 Delete
Acetylcholinesterase 2002387 ......cveveveienenienieieeenene 11/09 NEW

Achondroplasia (FGFR3) 2 Mutations 0051266 ...02/10 Change

Achondroplasia (FGFR3) 2 Mutations, Fetal
0051265 ... 02/10 Change
Acute Lymphocytic Leukemia (ALL) Panel by FISH, Adult
2002047 ..o 02/10 NEW
Acute Lymphocytic Leukemia (ALL) Panel by FISH, Pediatric
2002719 o 02/10 NEW
Acute Myelogenous Leukemia Panel by FISH
2002384 ... 11/09 NEW

Acute Myelogenous Leukemia (AML) with Myelodysplastic
Syndrome (MDS), or Therapy-Related AML,

by FISH 2002653.......ccueiiiieieiiinieieeiseeieeeeeeee e 02/10 NEW
Acylcarnitine Quantitative Profile, Plasma

0040033 ...t 11/08 Change
Adenosine Deaminase, Body Fluid 0098115................ 02/10 Change
Adenovirus DNA, Qualitative, RT PCR 2002088............ 11/09 NEW
Adiponectin 0070262 .........ccoeoerveinenivineineneeneeenens 11/09 Change
Adrenal Steroid Quantitative Panel by LC-MS/MS, Serum or

Plasma 0092330........cccoueimerinineinenieineeeeseeenene 08/09 Change

Adrenal Steroid Quantitative Panel by LC-MS/MS,
Serum or Plasma

0092330 ... 11/09 Change
Adrenocorticotropic Hormone 0070010...............c.c..... 05/09 Change
Aecrobic Organism Identification 0060115.................... 11/09 Change
Aecrobic Organism Identification with Reflex to Susceptibility

0065070 ..o 11/09 Change
AFB Culture (Includes AFB Stain 0060151)

0060152 ...t 11/08 Change

AFB Culture (Includes AFB Stain 0060151)

with Reflex to Mycobacterium tuberculosis

Amplified Direct Detection (0060095)

0060738 ..o 11/08 Change
AFB Culture (Includes AFB Stain 0060151)

with Reflex to Mycobacterium tuberculosis

Amplified Direct Detection (0060095)

0000738 ...ttt 08/09 Change
Aldolase, Serum 0020012......ccooivirieieieieeeeeeeeee 11/09 Change
Aldosterone/Renin Activity Ratio 0070073................... 08/09 Change
Aldosterone & Renin, Direct with Ratio 2002582........... 02/10 NEW

Allergen, Epidermals & Animal Proteins,

Parakeet Feathers (Budgerigar) 0055193 ................ 02/10 Change
Allergen, Epidermals & Animal Proteins, Cat Dander

0055000 ..o 11/09 Change
Allergen, Epidermals & Animal Proteins, Feather Mix

0055037 ..o 08/09 Change
Allergen, Food, Buckwheat (Fagopyrum esculentum)

0092597 .. 05/09 Change
Allergen, Food, Cinnamon 0098876 ...........cccceveueeneee. 11/09 Change
Allergen, Food, Codfish 0055036 ..........cccoeeeeene. ....08/09 Change
Allergen, Food, Green Bean (string) 0099649 ............. 11/09 Change
Allergen, Food, Lime 0098271 ......ccccvevvevienienenieiennne. 11/09 Change
Allergen, Food, Watermelon 0055157 .......cccccoevveneenenne. 11/09 Change
Allergen, Weed, Yellow Dock (Rumex crispus)

0098433 ... 11/09 Change
Allergens, Hardin Profile 0050144 ...........cccooeveinennn 09/08 Delete
Allergens, Hawaii Adult Panel 0050492 ....................... 09/08 Delete
Allergens, Inhalants, Inland Southeast Profile

0051243 .o 09/08 Delete
Allergens, Inhalant Multiallergen Assay,

Qualitative 0055368 ......... cccoveiieieeeeeeeeeee 05/09 Change
Allergens, Respiratory Disease Profile, Region 20, Hawaii (HI)

0051829 .. 01/09 NEW
Alpha Fetoprotein (Amniotic Fluid) with Reflex to

Acetylcholinesterase 0080427 .........cccovvervvinucenncne 11/08 Change
Alpha Fetoprotein (Amniotic Fluid) with Reflex to

Acetylcholinesterase 0080427 .........cccovvervvinucenncne 01/09 Change
Alpha Fetoprotein (Amniotic Fluid) with Reflex to

Acetylcholinesterase 0080427 .........ccovvevveinucenncne 11/09 Change
Alpha Fetoprotein, Total & L3 Percent

0081208 ... 11/08 Change
Alpha Subunit of Pituitary Glycoprotein Hormones

0092526 ..ot 07/08 Change
Alpha-1-Antitrypsin & A1A Genotype with Reflex to

Phenotype 0051256 .......ccooevivincrininicinceierceenene 02/10 Change
Alpha-1-Antitrypsin Phenotype (includes

Alpha-1-Antitrypsin) 0080500 ...........cccecerveinueenncne 11/08 Change
Alpha Thalassemia, HBAI & HBA2

Gene Deletions 0051495 .......ccocovviniiincrniinccnne 02/10 Change
Alpha Thalassemia (HBAI & HBA2) Sequencing

2001582 oottt s 5/09 NEW

Alpha-2-Antiplasmin, Activity 0098727 05/09 Change
Alport Syndrome, X-linked (COL445) Deletion/Duplication

2002394 ... 11/09 NEW
Alport Syndrome, X-linked (COL4A45) 3 Mutations

0051710 i 11/09 Change
Alport Syndrome, X-linked (COL4A45) 3 Mutations

0051710 i 02/10 Change
Alport Syndrome, X-linked (COL4A45) Sequencing

0051780 .. 09/08 NEW
Alport Syndrome, X-linked (COL4A45) Sequencing

0051780 .o 02/10 Change
Alport Syndrome, X-linked (COL4A45) Sequencing and

Deletion/Duplication 2002398 .........cccccvvivveenenneenne 11/09 NEW
Alprazolam 0090010 ..........cccceveen. ....11/09 Change

Aluminum, Serum 0099266.... ....11/08 Change
Aluminum, Urine 0099408 .... ....05/09 Change
Aluminum, Urine 0099408 ..........ccceoeeievenenenieeenee. 08/09 Change
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Amantadine (Symmetrel®), Serum or Plasma

0091195 .o 07/08 Change
Amantadine (Symmetrel®), Urine 0091162................. 07/08 Change
Ambien® (Zolpidem), Serum or Plasma

0091232 ..o 07/08 Change
Aminocaproic Acid, Serum or Plasma 0091284........... 07/08 Change
Amniotic Bilirubin Scan 0080276 ..........cccccevervieneennnne. 11/09 Change
Amoxapine & Metabolite, Serum or Plasma

0091236 ...t 07/08 Change

Amylase, Isoenzymes 0020804
Anaerobe Culture (Includes Gram Stain 0060101)
0060143 ..ot 09/08 Change

11/09 Change

Anabolic Steroids 0089110 ......cceveeveievieriririeeenee 05/09 Change
Androstenedione 0070020 ..........cccecererireneinennenennnn. 05/09 Delete
Androstenedione 2001638 .........ccccoviniiineineniincenene 05/09 NEW
Androstenedione 2001638 .........cccoceoeirenieniiincennns 11/09 Change
Aneuploidy Panel by FISH 0040208 ..........ccccccovveenene 11/09 Change
Angelman Syndrome 0051113.......cccccoveuinnenn 02/10 Change
1,5 Anhydroglucitol (GlycoMark®) 0081335 ................. 09/08 NEW
1,5 Anhydroglucitol (GlycoMark®) 0081335 01/09 Change
1,5 Anhydroglucitol (GlycoMark®) 0081335 11/09 Change
Ankylosing Spondylitis (HLAB27) Genotyping

0050392 ... 11/09 Change
Ankylosing Spondylitis (HLAB27) Genotyping

0050392 ... 02/10 Change
Antibiotic Level, Ampicillin 0060380.............cccceruenee. 11/08 Delete
Antibiotic Level, Aztreonam 0060381.............c..ccveenee.e. 11/08 Delete
Antibiotic Level, Aztreonam 0060845............c.ccvveveene. 11/08 NEW
Antibiotic Level, Cefazolin 0060382...........c.cceeveennnn. 11/08 Delete
Antibiotic Level, Ceftazidime 0060383 11/08 Delete
Antibiotic Level, Ciprofloxacin 0060391 ...................... 01/09 Delete
Antibiotic Level, Imipenem 0060385............cccooevnnenn 11/08 Delete
Antibiotic Level, Meropenem 0060386...........c..ccc....... 11/08 Delete
Antibiotic Level, Meropenem 0060844 ..............cocccenee 11/08 NEW
Antibiotic Level, Nafcillin 0060387 ....... 11/08 Delete
Antibiotic Level, Nafcillin 0060843 ..............ccccovvevennnn. 11/08 NEW
Antibiotic Level, Penicillin 0060388 11/08 Delete
Antibiotic Level, Piperacillin 0060389 11/08 Delete

Antibiotic Level, Piperacillin 0060842..............cccoccvnene 11/08 NEW
Antibiotic Level, Ticarcillin 0060390 11/08 Delete
Antibiotic Level, Ticarcillin 0060841 .............cccovveuveennen. 11/08 NEW
Antibody ID Package (/RL) 0013003
Antibody Identification, RBC (Prenatal Only)

0013005 ..ot 07/08 Change
Antifungal Level, 5-Fluorocytosine 0060384... 11/08 Change
Antifungal Level, 5-Fluorocytosine 0060846.................. 11/08 NEW
Antigen Testing, RBC Phenotype Extended

0013020 ... 07/08 Change
Antimicrobial Susceptibility - Enterococcus

0060708 ... 07/08 Change
Antimicrobial Susceptibility - Fastidious

Organism 0060345.........cccocovevininniniincienceeene 07/08 Change
Antimicrobial Susceptibility - Gram Positive

ROd 0060346........cociiieiiiiiciiiiieiiiccceeee 07/08 Change
Antimicrobial Susceptibility - MIC, Individual

00602071 .. 07/08 Change
Antimicrobial Susceptibility - MIC/MBC

0060203 ..ottt 07/08 Change

Antimicrobial Susceptibility - MIC/MBC

0060203 ..ottt 08/09 Change
Antimicrobial Susceptibility - Mould Susceptibility

0060227 ... 07/08 Change
Antimicrobial Susceptibility - AFB/Mycobacteria

0060217 .o 05/09 Change
Antimicrobial Susceptibility - AFB/Mycobacteria

0060217 ..o 08/09 Change
Antimicrobial Susceptibility — Carbapenem

Resistance 2001503 ..........coeiiviiiiiiiiiiiiceen 05/09 NEW
Antimicrobial Susceptibility — Nocardia

0060193 ..o 05/09 Change
Antimicrobial Susceptibility - Nocardia

0060193 ... 07/08 Change
Antimicrobial Susceptibility - Nocardia

0060193 ... 08/09 Change
Antimicrobial Susceptibility - Nonfermenter

0060216 ... 07/08 Change
Antimicrobial Susceptibility — Nonfermenter

0060216 ... 08/09 Change
Antimicrobial Susceptibility - Not Otherwise Specified

0060200 ..ot 07/08 Change
Antimicrobial Susceptibility - Staphylococcus

0060707 ...t 07/08 Change
Antimicrobial Susceptibility - Streptococcus

pneumoniae 0060221 ..........cccceveviiineininiiinccnnne 07/08 Change
Antimicrobial Susceptibility - Streptococcus

pneumoniae 0000221 ..........occcvveviiineininininiccnnne 08/09 Change
Antimicrobial Susceptibility - Viridans Streptococcus

0060222 ... 07/08 Change
Antimicrobial Susceptibility - Viridans Streptococcus

0060222 ...t 08/09 Change
Antimicrobial Susceptibility - Yeast Susceptibility

0060235 ..o 07/08 Change
Antimicrobial Susceptibility - Yeast Susceptibility

0060235 ..o 11/08 Change
Antimony, Blood 0099007 ..........ccceceovvireininnineennns 08/09 Change
Antimony, Urine 0099409 ..........cccocevrinieonenninecnens 05/09 Change
Antimony, Urine 0099409 ..........cccoceovinevnenniinccnnns 08/09 Change
Anti-Neutrophil Cytoplasmic Antibody with Reflex

to Titer & MPO/PR3 Antibodies 0050523 ............... 08/09 Delete
Anti-Neutrophil Cytoplasmic Antibody with Reflex

to Titer & MPO/PR3 Antibodies 2002068 ................. 08/09 NEW

Anti-Nuclear Antibody (ANA), IgG Screen with

Reflex to ANA IFA Titer, dsDNA, RNP, Smith,

SSA, & SSB Antibodies 0050317 ...........................02/10 Change
Antithrombin, Antigen 0030015 ...........ccccoeueeee ....11/08 Change
Antithrombin, Enzymatic (Activity) 0030010.............. 11/08 Change
Antithrombin, Enzymatic (Activity) 0030010 ............. 05/09 Change
Antithrombin Panel 0030370 ....09/08 Change
Antithrombin Panel 0030370 11/08 Change
APC Resistance Profile with Reflex to Factor V

Leiden 0030192 .....cooiiiiniiiiiniciieeecccseeeee 09/08 Change
Apolipoprotein B Mutation Detection 0055654 ........... 02/10 Change
Apolipoprotein E (4POE) 2 Mutations, Cardiovascular

RiSK 0055566 ......c.ecieiiiiiiieieieeeeee e 11/08 Change
Apolipoprotein E (4POE) 2 Mutations, Cardiovascular

RiSK 0055566 ......c.eeiiieiiiiiieieieeeeee e 02/10 Change
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Arbovirus Antibodies, IgG & IgM, CSF

2001597 ot 05/09 NEW
Arbovirus Antibodies, [gG & IgM, Serum

2001594 ..o e 05/09 NEW
Arbovirus Antibodies, IgG by IFA, CSF

0098851 ..ottt 05/09 Delete
Arbovirus Antibodies, IgG by IFA, Serum

0050511 1ot 05/09 Delete

Arbovirus Antibodies, IgG, CSF 2001596.....
Arbovirus Antibodies, IgG, Serum 2001593
Arbovirus Antibodies, IgM by IFA, CSF

0098852 .. 05/09 Delete
Arbovirus Antibodies, IgM by IFA, Serum

05/09 NEW
05/09 NEW

0098853 ...t et 05/09 Delete
Arbovirus Antibodies, IgM, CSF 2001595 ..................... 05/09 NEW
Arbovirus Antibodies, I[gM, Serum 2001592................... 05/09 NEW
Arsenic, Blood 0099045 ..o 07/08 Change
Arsenic, Blood 0099045 .............cc.c....... 08/09 Change
Arsenic, Fractionated, Urine 0020734 05/09 Change
Arsenic, Urine with Reflex to Fractionated

0025000 ..ot 07/08 Change
Arsenic, Urine with Reflex to Fractionated

0025000 ....ccoovimieiirieieiencieeee e 08/09 Change
Arsenic, Urine with Reflex to Fractionated

0025000 ...t 05/09 Change
Ashkenazi Jewish Diseases (BLM, ASPA, IKBKAP, FANCC,

GBA, MCOLN1,SMPD1, HEXA) 0051415 ............ 05/09 Change
Ashkenazi Jewish Diseases (BLM, ASPA, IKBKAP, FANCC,

GBA, MCOLNI1,SMPD1, HEXA) 0051415 ............ 11/09 Change
Ashkenazi Jewish Diseases (BLM, ASPA, IKBKAP, FANCC,

GBA, MCOLN1,SMPD1, HEXA) 0051415 ............ 02/10 Change
Aspergillus fumigatus Antibody, IgG by ELISA

0097771 it 08/09 Change
Aspergillus Galactomannan Antigen by EIA

0000068 ..ottt 11/09 Change
Autoimmune Lymphoproliferative Profile

0095505 ..o 11/09 Change
Bacterial Strain Characterization by Pulsed-Field

Gel Electrophoresis 0060182...........c..ccoeovvineenncne 11/09 Change
Barbiturates 0090044 ............coeoivirinincininninceneees 09/08 Delete
Bartonella DNA Detection by PCR 0093057 ... 09/08 Change
Bartonella DNA Detection by PCR 0093057.............. 08/09 Change
Bartonella DNA Detection by PCR, Whole Blood

0000762 ...ttt 08/09 Change
Bartonella henselae & B. quintana Antibodies,

IgG & IgM 2002280........ccevvevvinecnirrcneencrnenee. 11/09 NEW
Basic Metabolic Panel 0020399.........cccccevevenenirnnenen. 05/09 Change
B-Cell Immunodeficiency Profile 0095940 ................. 05/09 Change
B-Cell Immunodeficiency Profile 0095940 ................. 11/09 Change
bel-2/JH mbr Quantification, t(14;18) Translocation

by PCR, Fluid 0050426 .........cccccviniriniinieinennn. 11/08 Delete
bel-2/JH mbr Quantification, t(14;18) Translocation

by PCR, Paraffin 0050427 ........cccoceovinionenninennn 11/08 Delete
bel-2/JH mbr Quantification, t(14;18) Translocation

by PCR, Tissue 0050428 .........ccocerivinecineneinennnn 11/08 Delete
BCR-ABLI, 1(9;22) Translocation Quantitative Assay

by RT-PCR 0051066......c..ccooeieiniineinieniiinieennns 11/09 Change

BCR-ABLI Kinase Domain Mutation Analysis

0040138 ...ttt 11/08 Change
Bence Jones Protein, Qualitative Free Kappa

& Lambda Light Chains, Urine 0050161 08/09 Change
Benzene, Whole Blood 0091201 .................... ....07/08 Change
Benzene, Whole Blood 0091201 .......cccoevverieneniennenen. 08/09 Change
Benztropine, Serum or Plasma 0091516.............ccc..... 07/08 Change
Benztropine, Urine 0091098.................... ....07/08 Change
Beryllium, Serum or Plasma 0091278 ... ....11/09 Change
Beryllium, Urine 0091154 ........ccccovevvevenenne ....11/09 Change
(1,3)-Beta-D-Glucan (Fungitell™) 2002434 ................... 11/09 NEW

Beta Globin Gene Mutations for HbS, HbC,

& HBE by PCR 0051421 ..o 02/10 Change
Beta Globin Gene Mutations for HbS, HbC,

& HbBE by PCR, Fetal 0051422 ......c.cocoveveiriieninnne 08/09 Change
Beta Globin (HBB) HbS, HbC, and HbE Mutations,

Fetal 0051422 .....ovvieieeeeeeeeeeeeeeeeeeeeeeeen 02/10 Change

Beta Globin (/BB) Sequencing 0050578.....
Beta Globin (/BB) Sequencing 0050578.....

........... 09/08 Change
........... 11/09 Change

Beta Globin (HBB) Sequencing 0050578..........cccuc..... 02/10 Change
Beta Globin (//BB) Full Gene Sequencing, Fetal

0050388 ... 11/09 Change
Beta-2-Adrenergic Receptor Gene Haplotyping

0051288 ... 02/10 Change
Beta-2 Glycoprotein 1 Antibodies, IgG & IgM

0050321 ..o 08/09 Change
Beta-2 Glycoprotein 1 Antibody, IgA 0050324 ............ 08/09 Change
Beta-hCG, CSF Quantitative (Tumor Marker)

0020730 .o 05/09 Change
Beta-hCG, Serum Quantitative Tumor Marker

0070029 ... 11/08 Change
Beta-hCG, Serum Quantitative Tumor Marker

0070029 ... 05/09 Change
Beta-hCG, Serum Quantitative Tumor Marker

0070029 ... 08/09 Change
Beta-hCG, CSF Quantitative (Tumor Marker)

0020730 ... 11/08 Change
Beta-hCG, CSF Quantitative (Tumor Marker)

0020730 ... 08/09 Change
Bile Acids, Fractionated & Total by LC-MS/MS

0092610 ..o 11/09 Change
Biotinidase Deficiency (BTD) 5 Mutations

0051700 ... 09/08 Change
Biotinidase Deficiency (BTD) 5 Mutations

0051700 ..o 11/09 Change
Biotinidase Deficiency (BTD) 5 Mutations

0051700 ... 02/10 Change
Biotinidase Deficiency (BTD) Sequencing

0051730 i 07/08 NEW
Biotinidase Deficiency (BTD) Sequencing

0051730 i 09/08 Change
Biotinidase Deficiency (BTD) Sequencing

0051730 i 02/10 Change
Bismuth, Blood 0099478 .........ccoereriiiiieieieieeeeeie e Change
Bismuth, Urine 0099410 ....05/09 Change
Bismuth, Urine 0099410 ....08/09 Change
BK Virus, Qualitative by PCR 0099176....................... 09/08 Change
BK Virus, Qualitative by PCR 0099176....................... 08/09 Change
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BK Virus, Qualitative by PCR 0099176 ............cccc.cu.... 11/09 Delete
BK Virus, Quantitative by PCR 0090067 ..................... 09/08 Change
BK Virus, Quantitative PCR 0090067 ............ccccocvunee 11/08 Change
BK Virus, Quantitative PCR 0090067 ............ccccccovunee 11/09 Change
BK Virus, Quantitative PCR, Blood 2002304 ................. 11/09 NEW
BK Virus, Quantitative PCR, Urine 2002310.................. 11/09 NEW
Blastomyces dermatitidis Identification by DNA

Probe 0002224 ..ot 09/08 Change
Blood Culture, AFB 0060060 ..........ccccccoveuineinincnnnns 11/09 Change
Blood Culture, AFB & Fungal 0060024 ....................... 11/09 Change

Blood Culture, Fungal 0060070..........ccocevvereneneennennen. 11/09 Change
Blood Group Microarray, 9 Blood Groups 2002389 ....... 11/09 NEW
Bloom (BLM) 2281del6/ins7 Mutation

0051433 oo 05/09 Change
Bloom (BLM) 2281del6/ins7 Mutation

0051433 oo 02/10 Change
Bloom (BLM) 2281del6/ins7 Mutation, Fetal

0051434 .o 05/09 Change
Bloom (BLM) 2281del6/ins7 Mutation, Fetal

0051434 .o 02/10 Change
Bloom Syndrome (BLM) 2281del6/ins7 Mutation,

Fetal 0051434 ......ccoiiiiiiiiiiiiiiicccccccee 09/08 Change
Bone Specific Alkaline Phosphatase

0070053 .o 05/09 Change
Bordetella pertussis Antibodies, IgA & 1gG

0050807 .o 05/09 Delete
Bordetella pertussis Antibodies, IgA & 1gG

2001774 oo 05/09 NEW
Bordetella pertussis Antibodies, IgA, IgG, & IgM

0050808 ... 05/09 Delete
Bordetella pertussis Antibodies, IgA, IgG, & IgM

2001775 o 05/09 NEW
Bordetella pertussis Antibodies, IgG & IgM

0050801 ..o 05/09 Delete
Bordetella pertussis Antibodies, 1gG & IgM

2001784 .o 05/09 NEW
Bordetella pertussis Antibody, IgG 0050802................ .05/09 Delete
Bordetella pertussis Antibody, IgG 2001768................... 05/09 NEW
Bordetella pertussis Antibody, IgM 0050803 ................ 05/09 Delete
Bordetella pertussis Antibody, IgM 2001769 ................. 05/09 NEW
Bordetella pertussis Culture 0060117........c.cccveneunnnee 09/08 Change
Bordetella pertussis Culture 0060117..........cccovveneunnnee 05/09 Change
Bordetella pertussis DFA 0060116 ..........cccoceevveneunnee 09/08 Change
Bordetella pertussis DFA 0060116 .........ccccoceevvenennee 05/09 Change
Bordetella pertussis/parapertussis by PCR

0065080 ..ot 05/09 Change
Bordetella pertussis/parapertussis by PCR

0065080 .....cveviiiiiiiiiciiieece e 08/09 Change
Bordetella pertussis Toxin Antibody, IgA

0051360 ..o 11/09 Delete
Bordetella pertussis Toxin Antibody, IgG

0051361 oo 11/09 Delete
Borrelia species DNA Detection by PCR

(Lyme Disease) 0055570 ....c..ccoeoireneinereneneennens 08/09 Change
BRAF V600E Detection of Colon Cancer

(Unstable Tumors) by PCR 0049001........................ 07/08 Delete
BRAF V600E Mutation Detection by PCR

2002498 ... 11/09 NEW

BRAF V600E Mutation in Thyroid by PCR, Paraffin

0051517 i 02/10 Change
BRAF V600E Mutation with Reflex to MLHI

Promoter Methylation in Lynch Syndrome

THNPCC 00517500t 07/08 NEW
BRAF V600E Mutation with Reflex to MLH1

Promoter Methylation, Paraffin 0051750................ 02/10 Change
Brucella Antibody 0050135.........cccceviininnne ....11/09 Change
Brucella Antibody, IgG 0050334 .........ccoevvvinicininnane 08/09 Delete
Brucella Antibody, IgG & IgM 0050333 .......ccccvvveeeene 08/09 Delete
Brucella Antibody, IgM 0050336 ........ccoevvvinecinennnnne 08/09 Delete
Buprenorphine & Metabolites - Confirmation/

Quantitation - Serum/Plasma 2002742...........cc.......... 02/10 NEW
Buprenorphine & Metabolites - Confirmation/

Quantitation - Urine 2002749.........ccceeveevveveeerrenenne. 02/10 NEW
Buprenorphine & Metabolite Quantitation — Total

(Conjugated/Unconjugated), Urine 0093476 ............. 01/09 NEW
Buprenorphine & Metabolite Quantitation — Total

(Conjugated/Unconjugated), Urine 0093476 ........... 02/10 Delete

Buprenorphine & Metabolite Screen with Reflex to

Confirmation/Quantitation - Total

(Conjugated/Unconjugated), Urine

0093480 ...t 01/09 Change
Buprenorphine & Metabolite Screen with Reflex to

Confirmation/Quantitation - Total

(Conjugated/Unconjugated), Urine

0093480 ... 02/10 Delete
Buprenorphine & Metabolite Screen with Reflex

to Confirmation/Quantitation - Total (Conjugated/

Unconjugated), Urine 0093480 ........cccceveereereennenenn 05/09 Change
Bupropion 0099184 .......cc.ccoviiiiniiniiiinceecene 05/09 Change
Cadmium, Blood 0099675 ........ccoeoveieieieierieneneeenen 08/09 Change
Cadmium, Urine 0025040.........cccecererrverienenenenenienes 05/09 Change
CAH 11-Beta Hydroxylase Deficiency Panel

2002282 .. 11/09 NEW
CAH 21 Hydroxylase Deficiency Panel 2002283 ........... 11/09 NEW
Calcitonin 0070006 ..........ccccoereireneineninineeneeeenens 05/09 Change
Calcitonin 0070000..........c.ccoreirencrinenieineeneneeennens 11/09 Change
Calprotectin, Fecal 0092303 .........c.ccoevivineenencennns 09/08 Change
Campylobacter jejuni Antibody, IgG 0098841............. 05/09 Change
Canavan Disease (4SP4) 4 Mutations

0051453 oot 05/09 Change
Canavan Disease (4SP4) 4 Mutations

0051453 oot 02/10 Change
Canavan Disease (4SPA) 4 Mutations, Fetal

0051454 ...t 09/08 Change
Canavan Disease (4SP4) 4 Mutations, Fetal

0051454 ..o 05/09 Change
Canavan Disease (4SP4) 4 Mutations, Fetal

0051454 ..o 02/10 Change
Candida albicans Antibodies, IgA, 1gG, & IgM

0095200 ..ottt 07/08 Change
Canrenone, Serum or Plasma 0091339.........ccceeeevveen. 07/08 Change
Carbon Dioxide, Serum or Plasma 0020004................. 11/09 Change

Carboxyhemoglin 0028012...........ccccvvveennenene
Carcinoembryonic Antigen, Fluid 0020742 ... ....05/09 Change
Cardiolipin Antibody, IgA 0098358 ............... ....11/09 Change
Cardiolipin Antibody, IgG & IgM 0099344 ................ 11/09 Change

..... 05/09 Delete
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Cardiolipin Antibody, IgG 0050901 ........ccccccvvvnvcnnnene 11/09 Change
Cardiolipin Antibody, IgM 0050902 ............ccecevveenee 11/09 Change
Carnitine Deficiency, Primary, SLC2245 Full

Gene Sequencing 0051682 .......ccccvevvevevierinenienenne 09/08 Change
Carnitine Deficiency, Primary, SLC2245 Full

Gene Sequencing 0051682 .......ccoccvevevierierenenennenne 02/10 Change
Carnitine Panel 0081110 .......cccoocvvieieieieieniereeeeneee 11/08 Change
Catecholamines Fractionated (Epinephrine,

Norepinephrine), Plasma 0080957 ..........ccccovveeneee 07/08 Change
Catecholamines Fractionated, Plasma 0080216 ........... 07/08 Change
Catecholamines Fractionated by LC-MS/MS,

Urine Free 0080407 ......ccocovvevinenieinieineneeenicennene 05/09 Change
Celiac Disease Dual Antigen Screen with

Reflex 2002026........cocovinieiniiiiicinieeeeeeeeeeene 08/09 NEW
Celiac Disease Panel with Reflex to Titer

0051000 ... 08/09 Delete
Celiac Disease Reflexive Panel 0051065...................... 08/09 Change
Cell-Mediated Immune Function Screen 0051273 ....... 11/09 Change
Centromere Antibody, [gG 0050714........ccccoevieriennennen. 02/10 Change
C-erb B-2 (HER-2/neu) Tissue Assay, Paraffin

0049164 .....oooviiiiiiicccc e 11/09 Delete
C-erb B-2 (HER-2/neu) with Reflex to HER-2/neu by

FISH if 2+ 0049166........ccoovviiiiiiiiiiiiiiiiiee 11/09 Delete
C-erb B-2 (HER-2/neu) with Reflex to HER-2/neu by

FISH if 2+ or 3+ 0049168 .......covvevviiiiiccnees 11/09 Delete
Ceruloplasmin 0050160..........ccccevenecininnincinincennns 05/09 Change
Ceruloplasmin 0050160..........cccevireoininnincininicennns 11/09 Change
Chimerism, Donor 0050759........cccevveievienenenenienenene 09/08 Change
Chimerism, Donor 0050759........cccccvveviievrieieeieeieeeeenne 08/09 Delete
Chimerism, Donor 2002067... 08/09 NEW
Chimerism, Donor 2002067..........ccccvevverierenenenenennn 02/10 Change
Chimerism, Post-Transplant 0050760.............cccccccene. 09/08 Change
Chimerism, Post-Transplant 0050760.............cccccceueueeee. 08/09 Delete
Chimerism, Post-Transplant 2002066.............c..cccceuvee.. 08/09 NEW
Chimerism, Post-Transplant 2002066.............c..c.cc.... 02/10 Change
Chimerism, Post-Transplant, Sorted

Cells 0051637 ..o 08/09 Delete
Chimerism, Post-Transplant, Sorted 2002064 ................. 08/09 NEW
Chimerism, Post-Transplant, Sorted 2002064 .............. 02/10 Change
Chimerism, Recipient Pre-Transplant 0050758... 09/08 Change
Chimerism, Recipient Pre-Transplant 0050758............. 08/09 Delete
Chimerism, Recipient Pre-Transplant 2002065................ 08/09 NEW
Chlamydia pneumoniae Antibodies, IgG

& IgM by ELISA 0051188 ...ovoiiiiiiiieiicicicriees 05/09 Delete
Chlamydia pneumoniae Antibody, IgG

by ELISA 0051189 ..ovciiiiiiiiciicieecceeeccne 05/09 Delete
Chlamydia pneumoniae Antibody, IgM

by ELISA 0051190 ....ooviiiiiniiiniiiciniciecneericeane 05/09 Delete
Chlamydia pneumoniae by PCR

0060715, . e 05/09 Change

Chlamydia pneumoniae by PCR 0060715 08/09 Change

Chlamydia pneumoniae Culture 0065188 ..................... 11/08 Delete
Chlamydia trachomatis Culture 0060850..................... 11/08 Change
Chlamydia trachomatis Culture 0065012..............c....... 11/08 Delete
Chlamydia trachomatis & Neisseria gonorrhoeae by Amplified
Detection (APTIMA®) 006024 1.........cccccvvenueennne 05/09 Change

Chlamydia trachomatis & Neisseria gonorrhea by Amplified
Detection (APTIMA®) on SurePath™ 2001551 ....... 05/09 NEW

Chlamydia trachomatis & Neisseria gonorrhea by Amplified
Detection (APTIMA®) on SurePath™ 2001551 ....11/09 Change

Chloride, Fecal 0020381 .......ccevevireieieieieienieseeeeenan 11/09 Change
Cholesterol, Serum or Plasma 0020031... 11/09 Change
CHOP Gene Rearrangement by FISH 0049378 .......... 05/09 Change
Chorionic Villus, FISH 0040203 .......cccoevvevveereereereerenene 07/08 NEW
Chorionic Villus, FISH 0040203 ........ccooeevvveieireeeneeenns 01/09 Change

Chorionic Villus, FISH 0040203 ......
Chromium, Serum 0098830..............
Chromium, Urine 0025068 .....

....11/09 Change
....11/08 Change
....05/09 Change

Chromium, Urine 00250068 ...........ccecvevveierienenenieniennn 08/09 Change
Chromogranin A 0080469 ..........ccccoeoererininccneneennns 07/08 Change
Chromogranin A 0080469 ..........ccccoeonerinineenencennns 11/08 Change
Chromosome Analysis, Amniotic Fluid 0097601 .......... 11/09 Delete
Chromosome Analysis, Amniotic Fluid 2002293 ............ 11/09 NEW
Chromosome Analysis, Bone Marrow 0097605 ........... 11/09 Delete
Chromosome Analysis, Bone Marrow 2002292 ............. 11/09 NEW
Chromosome Analysis, Chorionic Villus 2002291.......... 11/09 NEW
Chromosome Analysis, Chorionic Villus Sampling (CVS)

0097610 ...t 01/09 Change

Chromosome Analysis, Chorionic Villus Sampling (CVS)
00976010 ... 11/09 Delete
Chromosome Analysis, Chronic Lymphocytic Leukemia

(CLL) Panel by FISH 0092616 .......cccccovevrenveennnn 07/08 Change
Chromosome Analysis, Chronic Lymphocytic Leukemia

(CLL) Panel by FISH 0092616 .......cccccccoveveenennnne. 11/09 Delete
Chromosome Analysis, Fetal Blood 0097620 ............... 11/09 Delete

Chromosome Analysis, FISH-Interphase 0092615........ 11/09 Delete
Chromosome Analysis, FISH-Metaphase 0097615 ........ 11/09 Delete
Chromosome Analysis, High Resolution

(Prometaphase Study) 0097630 .......ccccocevereeeenennen. 07/08 Delete
Chromosome Analysis, Leukemic Blood

0097635 ..ot 11/09 Delete
Chromosome Analysis, Leukemic Blood

2002290 ...t 11/09 NEW
Chromosome Analysis, Lymph Node

2002300 ...t 11/09 NEW
Chromosome Analysis, Multiple Myeloma Panel

by FISH 0092617......coviiiiiiiiiiiiiieccniciecce 07/08 Change
Chromosome Analysis, Multiple Myeloma Panel

by FISH 0092617 ..ot 11/09 Delete
Chromosome Analysis, Oncology 0090188 ... ....01/09 Change
Chromosome Analysis, Oncology 0090188 .................. 11/09 Delete
Chromosome Analysis, Peripheral Blood

0097640 ..o 11/09 Delete
Chromosome Analysis, Peripheral Blood

2002289 ... 11/09 NEW
Chromosome Analysis, Prenatal FISH 0097779 .......... 08/09 Change
Chromosome Analysis, Prenatal FISH 0097779 ........... 11/09 Delete
Chromosome Analysis, Products of Conception

0097645 ..ottt 01/09 Change
Chromosome Analysis, Products of Conception

0097645 ..o 11/09 Delete
Chromosome Analysis, Products of Conception

2002288 ...ttt 11/09 NEW
Chromosome Analysis, Rule Out Mosaicism

0097650 ..ot 11/09 Delete
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Chromosome Analysis, Rule Out Mosaicism

2002287 et 11/09 NEW
Chromosome Analysis, Skin Biopsy 0097655 01/09 Change
Chromosome Analysis, Skin Biopsy 0097655............... 11/09 Delete
Chromosome Analysis, Skin Biopsy 2002286................. 11/09 NEW
Chromosome Analysis, Solid Tumor 0097778.............. 01/09 Change
Chromosome Analysis, Solid Tumor 0097778............... 11/09 Delete
Chromosome Analysis, Solid Tumor 200229%................ 11/09 NEW
Chromosome FISH, CLL Panel 2002295 ...........cccou..... 11/09 NEW
Chromosome FISH, Interphase 2002298..............ccc....... 11/09 NEW
Chromosome FISH, Metaphase 2002299............ccc....... 11/09 NEW
Chromosome FISH, Multiple Myeloma Panel

2002294 ..o 11/09 NEW

Chromosome FISH, Prenatal 2002297
Chromosome FISH, Subtelomeric Multiprobe Analysis

11/09 NEW

0092600 ......oovimieeiieiirieieercteeee s 07/08 Delete
Chronic Urticaria Index™ 2002020 ..........ccccerveerenennne 08/09 NEW
Chronic Urticaria Index™ Panel 2002022....................... 08/09 NEW
Chronic Villus, FISH 0040203 .......cccoeveverenenieeneen 11/09 Change
Circulating Tumor Cell Count (Cell Search™)

0093399 ... 09/08 NEW
Citric Acid, Urine 0020852.......ccceceeeeierieienienienieenenes 09/08 Change
Clomipramine & Metabolite 0099336 ..........ccccoeennee 05/09 Change
Clonazepam 0090055..........cccoereimiineneincineneeenens 11/09 Change
Clonidine, Serum or Plasma 0091362 ...........cccccveuene. 07/08 Change
Clonidine, Serum or Plasma 0091362 ...........ccoceeuenee. 11/09 Change
Clostridium difficile Culture with reflex to

Cytotoxin Cell Assay 0060140..........ccoeevrineennne 01/09 Change
Clostridium difficile Cytotoxin Cell Assay

0005145 ...t 11/08 Delete
Clostridium difficile Cytotoxin Cell Assay

0000851 ...t 11/08 NEW
Cobalt, Blood 0099231 .......ccooveiiiniiiiniiincieencenne 08/09 Change
Cobalt, Blood 0099231 .......ccooiiiiniiiiniiincieencenene 08/09 Change

Cobalt, Serum 0025037 ......ccocoveuveneene.
Cobalt, Serum or Plasma 0025037

11/08 Change
05/09 Change

Cobalt, Serum or Plasma 0025037 08/09 Change
Cobalt, Urine 0025032........ccoerieiriininieineeeenceenens 05/09 Change
Cobalt, Urine 0025032........ccoerieineinenieinceeenceenens 08/09 Change
Coccidioides immitis Identification by DNA

Probe 0002225 .......oovoieiiiieieieeeee e 09/08 Change
Coenzyme Q10, Total 0081119. 09/08 Change
Cold Agglutinins 0050175 ....cccovivieiiieieierereeeeeen 02/10 Change
Compliment Component 1, Functional 0099078.......... 11/09 Change
Compliment Component 6 0099072...........cccovvereennennen. 11/09 Change

Comprehensive Metabolic Panel 0020408
Congenital Adrenal Hyperplasia Treatment Panel

05/09 Change

2002029 ... 08/09 NEW
Connective Tissue Diseases Profile 0051668 ............... 02/10 Change
Connexin 26 (GJB2), Sequencing 0051374.................. 09/08 Change
Connexin 26 (GJB2), Sequencing 0051374.................. 02/10 Change
Copper, Serum 0020096 .........ccceoeevierrieniiiiienienieneene 11/08 Change
Copper, Serum Free (Direct) 0020596...........ccoeuenennee. 09/08 Change
Copper, Urine 0020461 .......cccocevivieieieieieneseeeeeenen 05/09 Change
Cortisol, Saliva 0081117 .....ccooeiiiniininiiincecncenne 11/08 Change
Cortisol, Serum Free 0098391 .......ccvvevvvieeiviicirieinieen, 08/09 Change
Cortisol Urine Free by LC-MS/MS 0097222 ............... 11/08 Change

Cortisol/Cortisone Urine Free by LC-MS/MS

0092100 ...t 11/08 Change
C-Reactive Protein, High Sensitivity 0050182 ....08/09 Change
Creatinine Clearance, Urine 0020474 ...........ccccceveenene 05/09 Change
Creatine Disorders Panel, Plasma or Serum

2002328 ... 11/09 NEW
Creatine Disorders Panel, Urine 2002333 ..........c..coo..... 11/09 NEW
Creatine, Serum or Plasma 2002340.........c..cccocveeeveeennnnn. 11/09 NEW
Creatine, Serum 0099616...........cccoeeveeviieciieieeieeeeeenne 11/09 Delete
Creatinine, Serum or Plasma 0020025.. ....05/09 Change
Creatine, Urine 0099615 .........ccoovievvieiiieiieieeieeeeee 11/09 Delete
Creatine, Urine 2002343 ........ccooivieeieeieeeeeeeeeeee e 11/09 NEW
Creatine Transport, Fibroblasts 2001875 ...... ...08/09 NEW
Crohn Disease Prognostic Panel 2001613 ....................... 08/09 NEW
Crohn Disease Prognostic Panel 2001613 .................... 11/09 Change
Cryoglobulin, Qualitative with Reflex to

Quantitative IgA, IgG, & IgM 0050187 ................... 08/09 Delete
Cryoglobulin, Qualitative with Reflex to IFE Typing

and Quantitative IgA, IgG, & IgM 2002403 .............. 11/09 NEW
Cryoglobulin, Qualitative with Reflex to

Quantitative IgA, IgG, & IgM 2002063 ..................... 08/09 NEW
Cryptococcus Antigen, CSF 0050195......cccccovvvvnenene 07/08 Change

Cryptococcus Antigen, CSF 0050195...
Cryptococcus Antigen, CSF 0050195......
Cryptococcus Antigen, Serum 0050196 ......

....01/09 Change
....05/09 Change
....07/08 Change

Cryptococcus Antigen, Serum 0050196 ....................... 01/09 Change
Cryptococcus Antigen, Serum 0050196 ....................... 05/09 Change
C-Telopeptide, Beta-Cross-Linked, Serum

0070416 ..t 07/08 Change
C-Telopeptide, Beta-Cross-Linked, Serum

0070416 ..ot 11/09 Change
C-Telopeptide, Beta-Cross-Linked, Serum

0070416 ..ot 02/10 Change
Custom Genetic Analysis 0056007 ..........cccoceovvveneennns 11/08 Change
Custom PCR and Sequencing 0050358 ... ....11/08 Change
Cyclic AMP, Nephrogenous 0070181 .........cccccevveenennene 05/09 Change
Cyclosporine A, C2 0058902 .......cocovevevienienieneneeenenn 05/09 Change

Cystic Fibrosis 3199del6 Only
(ARUP Medical Director or Genetic Counselor
approval required prior to testing) 0050098
Cystic Fibrosis (CFTR) 5T Mutation 0056003 ......

02/10 Change
....11/09 Change
....02/10 Change

Cystic Fibrosis (CFTR) 5T Mutation 0056003 .......

Cystic Fibrosis (CFTR) 32 Mutations 0056040............ 07/08 Change
Cystic Fibrosis (CFTR) 32 Mutations 0056040............ 09/08 Change
Cystic Fibrosis (CFTR) 32 Mutations 0056040 08/09 Delete

Cystic Fibrosis (CFTR) 32 Mutations 2001933............... 08/09 NEW
Cystic Fibrosis (CFTR) 32 Mutations, Fetal 2001970.....08/09 NEW
Cystic Fibrosis (CFTR) 32 Mutations, Fetal 2001970..11/09 Change
Cystic Fibrosis (CFTR) 32 Mutations with Reflex to

Sequencing 0051150 .......cooiviiierieieeeseeceeeee 09/08 Change
Cystic Fibrosis (CFTR) 32 Mutations with Reflex to

Sequencing 0051150 ......ccoieiineneninerieeeeeenen 08/09 Delete
Cystic Fibrosis (CFTR) 32 Mutations with Reflex to

Sequencing 2001968..........ccoveeiiierinineeeeeeeene 08/09 NEW

Cystic Fibrosis (CFTR) 32 Mutations with Reflex to
Sequencing and Reflex to Deletion/Duplication
0051732 e 07/08 NEW
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Cystic Fibrosis (CFTR) 32 Mutations with Reflex to

Sequencing and Reflex to Deletion/Duplication

0051732 1t 08/09 Delete
Cystic Fibrosis (CFTR) 32 Mutations with Reflex to

Sequencing and Reflex to Deletion/Duplication

0051732 ettt 09/08 Change
Cystic Fibrosis (CFTR) Deletion/Duplication

0051642 ...t 09/08 Change
Cystic Fibrosis (CFTR) Deletion/Duplication

0051642 ...t 02/10 Change
Cystic Fibrosis (CFTR) Sequencing 0051110............... 09/08 Change
Cystic Fibrosis (CFTR) Sequencing 0051110............... 08/09 Change
Cystic Fibrosis (CFTR) Sequencing 0051110............... 02/10 Change
Cystic Fibrosis (CFTR) Sequencing &

Deletion/Duplication 0051640 ..........ccoeevvenueennne 07/08 Change
Cystic Fibrosis (CFTR) Sequencing with Reflex to

Deletion/Duplication 0051640 ........c..ccoecvvinreennne 09/08 Change
Cystic Fibrosis (CFTR) Sequencing with Reflex to

Deletion/Duplication 0051640 ..........ccooecevenveennne 08/09 Change
Cystic Fibrosis (CFTR) Sequencing with Reflex to

Deletion/Duplication 0051640 ..........ccoeeereneeennne 02/10 Change
Cystic Fibrosis Cis-Trans 0056006............c.ccceereeennee 09/08 Change
Cystic Fibrosis Cis-Trans (CFTR) R117H & 5T Mutations

0056000 ......covemieeiieiieiiicieieeecee et 11/09 Change
Cystic Fibrosis Cis-Trans (CFTR) R117H & 5T Mutations

0056000 ......oovemieeiiiieiiieieeeecee et 02/10 Change
Cystic Fibrosis Mutation Panel, Atypical

0050756 ...ttt 09/08 Change
Cystic Fibrosis Mutation Panel, Atypical

0050756 ...t 08/09 Delete
Cystic Fibrosis, Mutation Panel, Fetal 0050393 ............ 09/08 Change
Cystic Fibrosis, Mutation Panel, Fetal 0050393............ 08/09 Delete
Cystic Fibrosis, Nonclassic (CFTR) 32 Mutations

and 5T 2001969 .......cocoviniiiniiiicenceeeree 08/09 NEW
Cysticercosis Antibody, IgG by Western Blot

0055283 ..t 09/08 Change
Cysticercosis Antibody, IgG by Western Blot (CSF)

0055282 ..t 09/08 Change
Cystine Quantitative, Urine 008116...........cccccevenieennene 05/09 Change
Cytochrome P450 2C9 (CYP2C9) 2 Mutations

0051103 oot 09/08 Change
Cytochrome P450 2C9 (CYP2C9) 2 Mutations

0051103 .o 05/09 Change
Cytochrome P450 2C9 (CYP2C9) 2 Mutations
0051103 1ot 02/10 Change

Cytochrome P450 2C19 by Tag-IT™ 0051104
Cytochrome P450 2D6 (CYP2D6) 14 Mutations

02/10 Change

0051232 i 09/08 Change
Cytochrome P450 2D6 (CYP2D6) 14 Mutations &

Gene Duplication 0051232.........ccoeiviiniiininicnnne 11/09 Change
Cytochrome P450 2D6 (CYP2D6) 14 Mutations &

Gene Duplication 0051232.........ccoceviviniininnicnnne 02/10 Change
Cytokeratin 19 Fragment (CYFRA 21-1), Serum

0081344 ... 09/08 Change
Cytokeratin 19 Fragment (CYFRA 21-1), Serum

0081344 ... 11/09 Change

Cytokine Panel 12 by MAFD 0051394 05/09 Change
Cytokine Panel, Monokines by MAFD 0051524 ........ 05/09 Change

Cytokine Panel, TH1 by MAFD 0051408 ................... 05/09 Change
Cytokine Panel, TH2 by MAFD 0051518 ................... 05/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, 12 Cytokines

0051540 ettt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interferon

gamma 0051574 ..o 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation,
Interleukinl beta 0051580 ...ccoovvvvvveieieieieieeeeene 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation,

Interleukin 2 0051571 .ooveovieiieieieieeeeeeeee 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation,

Interleukin 2 Receptor (Soluble) 0051572 ............. 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 4

0051576 oottt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 5

0051577 ot 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 6

005I581L ot 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 8

0051582 oottt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 10

0051578 ottt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 12

0051573 ottt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Interleukin 13

0051579 ettt 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Monokines

0051566 ..ot 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, TH1 Cytokines

0051558 oo 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, TH2 Cytokines

0051562 . 11/09 Change
Cytokine Production by Mononuclear Cells in

Response to Mitogen Stimulation, Tumor Necrosis

Factor alpha 0051583 ......ccooiciniiiiciciecce 11/09 Change
Cytology, Bronchoalveolar Lavage 1 8280000 ............. 07/08 Delete
Cytology, Bronchoalveolar Lavage, Malignancy

8280005 ... 07/08 Delete
Cytomegalovirus Antibody, IgG 0050165 .................... 01/09 Change
Cytomegalovirus by PCR 006040 ..........ccccecenernennns 08/09 Change
Cytomegalovirus by PCR, Whole Blood or

Bone Marrow 0060031 .......ccccoevivieieieieierieeenne 08/09 Change
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Cytomegalovirus DNA Quantitation by PCR

0056052 ...t 09/08 Change
Cytomegalovirus DNA Quantitation by PCR

0056052 ...t 11/08 Delete
Cytomegalovirus, Quantitative PCR

0051813 e 11/08 NEW
Cytomegalovirus, Quantitative PCR

0051813 ettt 11/09 Change

Cytomegalovirus Rapid Culture 0056004
Dantrolene, Serum or Plasma 0091356 .....

09/08 Change
07/08 Change

Darkfield Exam 0060153 ......ccccooeiinineiiniininccnees 08/09 Delete
Deamidated Gliadin Peptide (DGP) Antibodies,

IgA & IgG 0051358 ...t 11/09 Change
Deamidated Gliadin Peptide (DGP) Antibodies,

IA 0051357 o 11/09 Change
Deamidated Gliadin Peptide (DGP) Antibody

IZG 0051359 .o 11/09 Change
Dehydroepiandrosterone, Serum 0070199 .................... 05/09 Delete
Dehydroepiandrosterone, Serum or Plasma

2001640 ..o 05/09 NEW
Dehydroepiandrosterone Sulfate, Serum

0070040 ..ot 11/09 Change
Dengue Fever Virus Antibody, IgG 0093097................ 01/09 Change
Dengue Fever Virus Antibodies, IgG & IgM

0093096 ..o 01/09 Change
Dengue Fever Virus Antibody, IgM 0093098............... 11/08 Change
Dengue Fever Virus Antibody, IgM 0093098............... 01/09 Change
11-Deoxycortisol Quantitative by LC-MS/MS,

Serum or Plasma 0092331 .......c.cccceveininecncnnnenne 05/09 Change
11-Deoxycortisol Quantitative by LC-MS/MS,

Serum or Plasma 0092331 .......cccceceneininecncnnnenne 11/09 Change
Des-gamma-carboxy Prothrombin 0081312................. 07/08 Change
Des-gamma-carboxy Prothrombin 0081312................. 11/08 Change
Desipramine by FPIA 0090070..........ccccceervninecnrennne. 11/09 Delete
5-a-Dihydrotestosterone 0078005 ..........cccoecerevrennencne 11/09 Delete
5-a-Dihydrotestosterone by Tandem Mass Spectrometry,

Serum 2002349 ......ccooiiiiiiiiie 11/09 NEW

Dilute Russell Viper Venom Time (dRVVT) with

Reflex to dRVVT 1:1 Mix & Confirmation

0030461 ...ooiiiiiii e 05/09 Change
Diphenhydramine, Serum or Plasma 0091308 ............. 09/08 Change

Dipyridamole, Serum or Plasma 0091467 .................... 07/08 Change
Disaccharidase Determination 0090597 ............c..c........ 11/09 Delete
Disaccharidase, Tissue 2002247 ........cccoeevvevreecreecreereennnns 11/09 NEW

Double-stranded DNA (dsDNA) Antibody, IgG by ELISA
with Reflex to IFA Titer (using Crithidia luciliae)

0050215 .t 02/10 Change
DNA Content/Cell Cycle Analysis, Products of Conception

0093386 ...ttt 01/09 Change
Drugs of Abuse 5 Panel, Urine - Screen Only

0090491 ..o 07/08 Change
Drugs of Abuse 5 Panel, Urine - Screen Only

0090491 ..ot 11/09 Change
Drugs of Abuse 5A Panel, Urine - Screen Only

0090492 ... 07/08 Change
Drugs of Abuse 5A Panel, Urine - Screen Only

0090492 ... 11/09 Change

Drugs of Abuse 5 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092182..........cccceeueenenne 07/08 Change
Drugs of Abuse 5 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092182..........cccceeeenenne 11/09 Change
Drugs of Abuse 5A Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092183..........ccceeenene 07/08 Change
Drugs of Abuse 5A Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092183.........cccceeeenne 11/09 Change
Drugs of Abuse 7 Panel, Urine - Screen Only

0090448 ...ttt 07/08 Change
Drugs of Abuse 7 Panel, Urine - Screen Only

0090448 ...t 11/09 Change
Drugs of Abuse 7 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092184...........ccccceenene 07/08 Change
Drugs of Abuse 7 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092184.............cccceeuene 11/09 Change
Drugs of Abuse 7A Panel, Urine - Screen Only

0090449 ... 07/08 Change
Drugs of Abuse 7A Panel, Urine - Screen Only

0090449 ... 11/09 Change
Drugs of Abuse 7A Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092185.........ccccceeeeeene 11/09 Change
Drugs of Abuse 9 Panel, Urine - Screen Only

0090453 ... 07/08 Change
Drugs of Abuse 9 Panel, Urine - Screen Only

0090453 ... 11/09 Change

Drugs of Abuse 9 Panel, Serum or Plasma - Screen with
Reflex to Confirmation/Quantitation 0092420 ........ 11/09 Change
Drugs of Abuse 9 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092186............c.c....... 07/08 Change
Drugs of Abuse 9A Panel, Urine - Screen Only

0090454ttt 07/08Change
Drugs of Abuse 9A Panel, Urine - Screen Only

0090454 ..ottt 11/09 Change
Drugs of Abuse 9 Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092186...........ccccenenee 11/09 Change
Drugs of Abuse 9A Panel, Urine - Screen with Reflex to

Confirmation/Quantitation 0092187.........cccccevuernnne 11/09 Change

Drugs of Abuse Confirmation/Quantitation -
Amphetamines (Amphetamine & Methamphetamine)

-Meconium 00923 10........cccccveviiieneiriieenerienne 09/08 Change
Drugs of Abuse Confirmation/Quantitation -
Amphetamine - Serum or Plasma 0091372........... 11/09 Change

Drugs of Abuse Confirmation/Quantitation -
Amphetamines (Amphetamine & Methamphetamine)

-Meconium 00923 10.......cccvvvrveerirereiineieereeeenens 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Amphetamines - Urine 0090439...........cccccvevvenne 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Meconium 00923 11.........ccoeveneeene. 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Meconium 00923 11.........cccoeeeneenene. 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Serum or Plasma 0093308................... 09/08 NEW
Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Serum or Plasma 0093308............... 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Urine 0090357.......cccooevevinieiennne. 07/08 Change
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Drugs of Abuse Confirmation/Quantitation -

Barbiturates - Urine 0090357.......ccccvevvevienieneniennne 11/09 Change
Drugs of Abuse Confirmation/Quantitation -
Benzodiazepines - Meconium 0092520 .................. 11/09 Change

Drugs of Abuse Confirmation/Quantitation -
Benzodiazepines - Serum or Plasma

0093300 ...t 11/09 Change
Drugs of Abuse Confirmation/Quantitation -
Benzodiazepines - Urine 0090358...........cccccovveenene 11/09 Change

Drugs of Abuse Confirmation/Quantitation -

Cannabinoids (Marijuana) - Meconium

0092316, 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Cannabinoids (Marijuana) - Meconium

0092316, 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Cannabinoids (9-carboxy- THC) - Serum or Plasma

0090676 ...ttt 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Cannabinoids (9-carboxy- THC) - Urine

0090369 ... 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Cocaine Metabolite (Benzoylecgonine) - Urine

0090359 .. 11/09 Change
Drugs of Abuse Confirmation/Quantitation -
Cocaine & Metabolites — Blood 0090683 ................ 08/09 Delete

Drugs of Abuse Confirmation/Quantitation -

Cocaine & Metabolites - Meconium 0092312........ 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Cocaine & Metabolites - Meconium 0092312........ 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Cocaine & Metabolites - Serum or Plasma

0090084 ...ttt 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Fentanyl & Metabolite - Serum or Plasma

0092569....c.ceeeeiiireieieeeee e 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Fentanyl & Metabolite — Serum or Plasma

0092569 ..o 08/09 Change
Drugs of Abuse Confirmation/Quantitation -

Fentanyl & Metabolite - Serum or Plasma

0092569 ..o 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Fentanyl & Metabolite - Urine 0092570................. 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Fentanyl & Metabolite - Urine 0092570................. 11/09 Change

Drugs of Abuse Confirmation/Quantitation -

Methadone & Metabolite - Meconium

0092313t 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Methadone & Metabolite - Meconium

0092313t 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Methadone & Metabolite - Serum or Plasma

0090699.......cei et 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Methadone & Metabolite - Serum or Plasma

0090699.......ceiiieeeiieieeeeeeeee e 11/09 Change

Drugs of Abuse Confirmation/Quantitation -
Methadone & Metabolite - Urine

0090362....c.ciieiiiieieiteeeieie e 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Methadone & Metabolite - Urine 0090362 ............ 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Serum or Plasma 0092354.........c..cccocceeee 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Serum or Plasma 0092354.........c..cccecceee 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Serum or Plasma 0092354.........c..cccocceeee 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Meconium 0092314.........cccoccvvvvenerncnnns 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Meconium 0092314.........cccoccvvevenecincnnne 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Urine 0090364..........cccoccovveneenenrnenencne 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Urine 0090364..........cccocoovvineveninnenennne 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Opiates - Urine 0090364..........cccocoovveneeneninenennne 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine - Serum or Plasma 0091571............. 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine - Serum or Plasma 0091571............. 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine (PCP) - Meconium 0092315............ 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine (PCP) - Meconium 0092315............ 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine (PCP) - Urine 0090366.................... 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Phencyclidine (PCP) - Urine 0090366.................... 11/09 Change

Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Meconium

0092524ttt 09/08 Change
Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Meconium

0092524 ...t 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Serum or Plasma

0091363t 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Serum or Plasma

0091363ttt 11/09 Change
Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Urine

0090368.......cieiiieieiereciecectee e 07/08 Change
Drugs of Abuse Confirmation/Quantitation -

Propoxyphene & Metabolite - Urine

0090368.......cieiiiiiieieereeeeeeee et 11/09 Change
Drugs of Abuse Panel, Meconium - Screen

with Reflex to Confirmation/Quantitation

0092516 ..t 08/09 Change
Drugs of Abuse Panel, Meconium - Screen

with Reflex to Confirmation/Quantitation

0092516 ..t 11/09 Change
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Drugs of Abuse Screen - Cocaine & Metabolites -

Urine 00903006 ........ooeviiriiiiieieieieie e 11/09 Change
Drugs of Abuse Screen - Opiates - Urine 0090312....... 11/09 Change
Drugs of Abuse Screen - Stimulant Amines - Urine

0090302 ...t 11/09 Change
Drugs of Abuse Test, Alcohol, Urine - Screen with

Reflex to Confirmation/Quantitation

0092280.....uemeeeirieieiereeieeeecee e 07/08 Change
Dysautonomia, Familial (/KBKAP) 2 Mutations

0051463 ...t 09/08 Change
Dysautonomia, Familial (/KBKAP) 2 Mutations

0051463 ..o 05/09 Change
Dysautonomia, Familial (/KBKAP) 2 Mutations

0051463 ..ot 02/10 Change
Dysautonomia, Familial (/KBKAP) 2 Mutations, Fetal

0051404 ...t 09/08 Change
Dysautonomia, Familial (/KBKAP) 2 Mutations, Fetal

0051404 ...t 02/10 Change
Ectoparasite Exam 0060247 ........c.cccceceveoincnevencnnenens 05/09 Change
Parasite Examination, Macroscopic 0060247 .............. 02/10 Change
EGRF Mutation Detection by PCR and Fragment

Analysis 2002440 ......c.cccoveviriniiinieeeeee 11/09 NEW
Electrolyte & Osmolality Profile, Fecal 0020699 ........ 11/09 Change
Electrolytes, Fecal 0060185 .......ccccccoveeneininecincienens 11/09 Change
Encephalitis Panel, CSF with Reflex to HSV Type

1 & 2 Glycoprotein G-Specific Ab, IgG

0050048 ...ttt 09/08 Change
Encephalitis Panel, CSF with Reflex to HSV Type 1 & 2

Glycoprotein G-Specific Ab, IgG 0050048 .............. 05/09 Delete
Encephalitis Panel, CSF with Reflex to HSV Type 1 & 2

Glycoprotein G-Specific Ab, IgG 2001741 ............... 05/09 NEW

Encephalitis Panel, Serum with Reflex to HSV Type

1 and Type 2 Glycoprotein G-Specific Ab, IgG

0050046 ....cnienieeeeeeeeeee e 09/08 Change
Encephalitis Panel, Serum with Reflex to HSV

Type 1 and Type 2 Glycoprotein G-Specific Ab,

128G 0050046 ..o 05/09 Delete
Encephalitis Panel, Serum with Reflex to HSV Type 1

and Type 2 Glycoprotein G-Specific Ab, IgG

2001742 .o 05/09 NEW
Enterovirus Detection by RT-PCR 0050249 08/09 Change
Eosinophilia Panel by FISH 2002378.........ccccoceovvennennn 11/09 NEW
Epidermal Transglutaminase (7Ge) Antibody, IgA

2001599 ... e 05/09 NEW
Epstein-Barr Virus by PCR 0050246...........ccccccoveunnen. 08/09 Change

Epstein - Barr virus by Quantitative PCR 0051352......09/08 Change
Epstein - Barr Virus, Quantitative PCR 0051352 ......... 11/08 Change
Epstein - Barr Virus, Quantitative PCR 0051352 ......... 11/09 Change

Epstein - Barr Virus, Quantitative PCR, Whole Blood

0051353 e 11/08 Change
Epstein - Barr Virus, Quantitative PCR, Whole Blood

0051353 e 11/09 Change
Erythrocyte Porphyrin (EP), Whole Blood

0020010 ..ot 05/09 Change
Estradiol, Adult Premenopausal Female,

Serum or Plasma 0070045.........cccoveverininenieines 05/09 Change
Estradiol, Males, Children or Postmenopausal Females,

by Tandem Mass Spectrometry 0093247 ................ 11/08 Change

Estradiol, Males, Children or Postmenopausal Females,

by Tandem Mass Spectrometry 0093247 ................ 01/09 Change
Estradiol, Males, Children or Postmenopausal Females,

by Tandem Mass Spectrometry 0093247 ................ 11/09 Change
Estrogens, Fractionated by Tandem Mass Spectrometry

0093248 ... 11/08 Change
Estrogens, Fractionated by Tandem Mass Spectrometry

0093248 ... 01/09 Change
Estrogens, Fractionated by Tandem Mass Spectrometry

0093248 ... 11/09 Change

Estrone, by Tandem Mass Spectrometry 0093249........ 11/08 Change
Estrone, by Tandem Mass Spectrometry 0093249........ 01/09 Change
Estrone, by Tandem Mass Spectrometry 0093249........ 11/09 Change
Estradiol, Adult Premenopausal Female, Serum

or Plasma 0070045 .......coeieieieieieieeeceeeeeeeene 08/09 Change
Everolimus 0092118 ....ccooiiiiieieieieieieeeeeeeeenen 02/10 Change
F-Actin (Smooth Muscle) Antibody, IgA

0051724 .ot 07/08 NEW
Factor I, Activity (Prothrombin) 0030007 .... ....05/09 Change
Factor V, Activity 0030075 ......ccccccvvveennennne ....05/09 Change
Factor V, R2 Mutation 2001549 .........cceovvevvievieiriereenen. 05/09 NEW
Factor V Leiden (£5) R506Q Mutation

0097720 ...ttt 09/08 Change
Factor V Leiden (£5) R506Q Mutation

0097720 ...t 11/09 Change
Factor V Leiden (£5) R506Q Mutation

0097720 ...t 02/10 Change
Factor VII, Activity 0030080 ........ccooeverierrcnieineinnns 05/09 Change
Factor VIII, Activity 0030095.........ccceveremmenecineinnns 05/09 Change
Factor VII Activity, ReFacto 0030098 ............cccccccone. .11/09 Delete
Factor VIII Activity with Reflex to Bethesda

Quantitative, Factor VIII 0030026 ..........ccccceenennene 05/09 Change
Factor VIII Activity with Reflex to Bethesda

Quantitative, Factor VIII 0030026 ..........ccccceenennene 11/09 Change
Factor VIII Carrier Panel 0030090 ...........cc.cccovereuennene. 05/09 Delete
Factor IX, Activity 0030100 ........ccecevveirennnnene ....05/09 Change

Factor IX Activity with Reflex to Bethesda Quantitative,

Factor IX 0030032.....cc.coeiiiieieieieieieieie e 05/09 Change
Factor IX Activity with Reflex to Bethesda Quantitative,

Factor IX 0030032.....ccccoiiiiiiieieieieieieie e 11/09 Change
Factor X, Activity 0030105 .... ....05/09 Change
Factor XI, Activity 0030110 ...... ....05/09 Change
Factor XII, Activity 0030115 ....ccooiiiiiniiiiiiiinicinne 11/09 Change
Familial Mediterranean Fever (MEFV) Sequencing

2002058 ...t 02/10 NEW

Familial Mutation, Targeted Sequencing 2001961 08/09 NEW

Familial Mutation, Targeted Sequencing, Fetal

2001980 ..ot 08/09 NEW
Familial Mutation, Targeted Sequencing, Fetal

2001980 ..o 11/09 Change
Familial Mutation, Targeted Sequencing, Fetal

2001980 ....viiiiiiiiieci 02/10 Change
Fanconi Anemia, Group C (FANCC) 2 Mutations

0051468 ... 05/09 Change
Fanconi Anemia, Group C (FANCC) 2 Mutations

0051468 ... 02/10 Change
Fanconi Anemia, Group C (FANCC) 2 Mutations, Fetal

0051469 ..o 09/08 Change
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Fanconi Anemia, Group C (FANCC) 2 Mutations, Fetal

0051469 ... 05/09 Change
Fanconi Anemia, Group C (FANCC) 2 Mutations, Fetal

0051469 ..o 02/10 Change
Fat, Fecal Qualitative 0020385 11/09 Change
Fat, Fecal Quantitative 0020386........ccccceverevereeienenns 11/09 Delete
Fat, Fecal Quantitative 2002350........cccccueverenenenieenenn 11/09 NEW
Fat, Fecal Quantitative 24-Hour Collection

(Includes Homogenization) 0060724 ....................... 11/09 Delete
Fat, Fecal Quantitative 24-Hour Collection

(Includes Homogenization) 2002354 ...........ccccceveee. 11/09 NEW
Fat, Fecal Quantitative 48-Hour Collection

(Includes Homogenization) 2002355 .........c.cceeenene 11/09 NEW

Fat, Fecal Quantitative 48-Hour Collection

(Includes Homogenization) 0060748 ....................... 11/09 Delete
Fat, Fecal Quantitative 72-Hour Collection

(Includes Homogenization) 0060772 ...........cccc.c...... 11/09 Delete
Fat, Fecal Quantitative 72-Hour Collection

(Includes Homogenization) 2002356 ...........ccccccueeee. 11/09 NEW
Febrile Antibodies Panel 0051638...........cccovevveennennnne. 05/09 Delete
Febrile Antibodies Panel 2001789 .......ccccccovvvveininnennn. 05/09 NEW
Febrile Antibodies Panel 2001789 .......ccccoevevievivenennen. 11/09 Change
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 0096026 .........c..ccoeoieenieincninienicennne 09/08 Change
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 0096026 .........c..ccoeoivencincnniincennne 01/09 Change
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 0096026 .........c.ccccovinievineniineenene. 05/09 Delete
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 2001743 .......coooiviiiniinieceeceenne 05/09 NEW
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 2001743 ..ot 11/09 Change
Fetal Hemoglobin Determination for Fetomaternal

Hemorrhage 2001743 ..ot 02/10 Change
FG Syndrome, FGS1 (MED12) R961W Mutation

0051752 i 09/08 NEW
Fibrin/Fibrinogen Degradation Split Products

0030140 ..o 05/09 Change
Fibrinogen 0030130 .......cccoeoimininincininieinceeeecenne 08/09 Change
Fibrinogen Panel 0030137 .......ccccoveininininiininccnnne 09/08 Change
Filaria IgG4 Antibody 0099598........ccccevieinirnincinnns 08/09 Change
FKHR Gene Rearrangement by FISH 2001497 .............. 05/09 NEW
FLT3 Mutation Detection by PCR 0080377 ................. 07/08 Change
FLT3 Mutation Detection by PCR 0080377 ................. 05/09 Delete
FLT3 Mutation Detection by PCR 2001577 ................... 05/09 NEW
Flunitrazepam & Metabolites, Serum or Plasma

009TT16..ciiiiiiiiiiiiccec e 07/08 Change
Flunitrazepam & Metabolites, Serum or Plasma

009TT16..ciiiiiiiiiiiiccec e 09/08 Change
Flunitrazepam & Metabolites, Serum or Plasma

009TT16..iiiiiiiiciiicecec e 08/09 Change
Flunitrazepam & Metabolites, Urine 0091163 ............. 07/08 Change
Fluorescence Polarization (Fetal Lung Maturity)

0020480 ..o 11/09 Change
Fluoride, Serum or Plasma 0091341... 07/08 Change
Fluoride, Urine 0091515 ....ccooiviiieiiieieeeeeeeee 11/09 Change

5-Fluorouracil Sensitivity (DPYD, TYMS & MTHFR)
8 Mutations 2002420.........ccecereerereeneereieeneenes 11/09 NEW
Fluvoxamine, Serum or Plasma 0091234 .... ....09/08 Change

Folate, RBC 0070385......c..ccovvveeieeennenns ...11/08 Change
FOXL2 Mutation Detection by Pyrosequencing

2002716 et 02/10 NEW
Fragile X (FRM1) Diagnostic 0040011 ........c.ccooveuennee 08/09 Change
Fragile X (FRM1) Diagnostic 0040011 ... ....11/09 Change
Fragile X (FRM1I) Diagnostic 0040011 ........... ....02/10 Change
Fragile X (FRM1) Diagnostic, Fetal 0050543 .............. 11/09 Change

Fragile X (FMRI) Screen with Reflex to Fragile

X (FMRI) 2001946 ....c.ccoovviiiiiiiiiiiiiciiieceene 08/09 NEW
Francisella tularensis Antibodies, Total 0092305........ 05/09 Change
Freeman-Sheldon Syndrome (MYH3)

Sequencing Exon 17 2002662 ...........ccoecerereenennnee 02/10 NEW
Fungal Culture 0060149 .......ccooovvieieieieeeeeeeeen 05/09 Change
Fungal Culture 0060149 ........ccooovvieieieieieeeceeeen 08/09 Change

Fungal Culture, Skin, Hair or Nails 0060728
Fungal (Mould) Identification 0060163 ......

....05/09 Change
....05/09 Change

Fungal (Mould) Identification 0060163........................ 08/09 Change
Galactose-1-Phosphate Uridyltransferase

0080125 ..o 07/08 Change
Galactosemia, (GALT) Enzyme Activity & 9 Mutations

0051175 i 01/09 Change
Galactosemia, (GALT) Enzyme Activity & 9 Mutations

0051175 i 11/09 Change
Galactosemia, GALT Gene Mutations 0051176............ 09/08 Change
Galactosemia, (GALT) 9 Mutations 0051176 .............. 01/09 Change
Galactosemia, (GALT) 9 Mutations 0051176 .............. 11/09 Change
Galactosemia, (GALT) 9 Mutations 0051176 .............. 02/10 Change
Galactosemia (GALT) 9 Mutations, Fetal

0051270 it 09/08 Change

Galactosemia, (GALT) 9 Mutations, Fetal 0051270 .....01/09 Change
Galactosemia, (GALT) 9 Mutations, Fetal

0051270 ..t 11/09 Change
Galactosemia, (GALT) 9 Mutations, Fetal

0051270 ..ttt 02/10 Change
Galactosemia (GALT) Sequencing 0051346................. 02/10 Change
Gamma-Hydroxybutyric Acid, Serum or Plasma

0091193 Lot 05/09 Change
Gamma-Hydroxybutyric Acid, Urine 0091161 ............ 05/09 Change

Ganglioside (asialo-GM1, GM1, GM2, GDla,

GDI1b, & GQ1b) Antibody, IgG/IgM 0051033 ....... 11/09 Change
Ganglioside (asialo-GM1, GM1, GM2, GDla,

GDI1b, & GQ1b) Antibody, IgG/IgM 0051033 ....... 09/08 Change
Gastrin 0070075 ..ooveieiiieeeeeeeeeeeee e 05/09 Change
Gastrointestinal Stromal Tumor Mutation 0049370 .....11/09 Change
Gastrointestinal Stromal Tumor Mutation

0049370 vt 02/10 Delete
Gastrointestinal Stromal Tumor Mutation 2002674 ........ 02/10 NEW
Gaucher (GBA) 8 Mutations 0051438 ... ....05/09 Change

Gaucher (GBA) 8 Mutations 0051438 ........... ....02/10 Change
Gaucher (GBA) 8 Mutations, Fetal 0051439 ................ 09/08 Change
Gaucher (GBA) 8 Mutations, Fetal 0051439 ............... 05/09 Change
Gaucher (GBA) 8 Mutations, Fetal 0051439 ............... 02/10 Change
Genomic Microarray Analysis for Constitutional

Abnormalities 0060740 ..........cccvevrereinenncnennnn. 07/08 Delete
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Genomic Microarray Comprehensive Coverage

0000741 ...t 07/08 Delete
Genomic Microarray Panel: Constitutional and

Comprehensive Coverage 0060742..........ccoccveueeneee. 07/08 Delete
Genomic Microarray, UARRAY Chip 0040201 .............. 07/08 NEW
Genomic Microarray, UARRAY Chip 0040201 ........... 11/09 Change
Glaucoma (Primary Congenital), CYPIB1 Sequencing

Q051470 ..t 09/08 Change
Glaucoma (Primary Congenital), CYPIB1 Sequencing

Q051470 ..t 02/10 Change
Glomular Basement Membrane Antibody IgA (IFA)

0049192t 02/10 Change
Glomerular Basement Membrane Antibodies,

IgA & 1gG (IFA) 0049190......c.ooiieiiiiciiiiccne 07/08 Change
Glomerular Basement Membrane Antibody, IgG

(TFA) 049191 .t 07/08 Change
Glomerular Basement Membrane Antibody Panel

0051007 ..o 07/08 Change
Glomerular Filtration Rate, Estimated 0020725........... 05/09 Change
Glucose, Plasma or Serum 0020024 .........cc.cccevveeennenne. 08/09 Change
Glucose-6-Phosphate Dehydrogenase 0080135 ........... 08/09 Change
Glucose-6-Phosphate Dehydrogenase,

G6PD Mutations, African Alleles 0051684............. 02/10 Change
Glutamic Acid Decarboxylase Antibody

007021 et 05/09 Delete
Glutamic Acid Decarboxylase Antibody 2001771 ......... 05/09 NEW
Glutarylcarnitine Quantitative, Urine 2001510 .............. 05/09 NEW
Glutarylcarnitine Quantitative, Urine 2001510 ........... 02/10 Change

GM1 Antibody Panel 0050591
GM1 Antibody Panel 0050591

11/09 Change
09/08 Change

Gonorrhea Culture 0060110 .......coceeveieierierienereeneneee 11/09 Change
gp210 & sp100 Antibodies, IgG 0051636..................... 02/10 Change
gp210 Antibody, IgG 0051621 ......cccovviiiiniiiiinicenne 02/10 Change
Growth Hormone 0070080 ........cccoevvevereenienenienieeneneen 05/09 Change

Growth Hormone, 0 Minutes 0070081 ......
Growth Hormone, 15 Minutes 0070048
Growth Hormone, 30 Minutes 0070082 05/09 Change
Growth Hormone, 45 Minutes 0070049 05/09 Change
Growth Hormone, 60 Minutes 0070083 ...................... 05/09 Change
Growth Hormone, 90 Minutes 0070084 ....... 05/09 Change
Growth Hormone, 120 Minutes 0070164 ..... 05/09 Change
Growth Hormone, Timed — Other 0070069 05/09 Change
Hantavirus Antibodies, IgG & IgM by ELISA

05/09 Change
05/09 Change

0050728 .o 05/09 Delete
Hantavirus Antibodies, IgG & IgM by ELISA

2001540 .o 05/09 NEW
Hantavirus Antibody, IgG by ELISA 0050729 05/09 Delete
Hantavirus Antibody, IgM by ELISA 0050730 ............ 05/09 Delete
Haptoglobin by PCR 0040116 ........ccccevveiniininccnnne 05/09 Change
Haptoglobin by PCR 0040116 ........ccecevvviniiinincinnns 02/10 Change
Hearing Loss, Connexin 26 (GJB2), 35delG

Mutation 0051383 .....ccuiiiiieieieieieieee e 08/09 Change
Hearing Loss, Connexin 26 (GJB2), 35delG

Mutation 0051383 .....ccuiiiiieieieieieieee e 02/10 Change
Hearing Loss, Connexin 30 (GJB6) 2 Deletions

2001956 ...ciiiiiiiiiiii s 08/09 NEW
Hearing Loss, Nonsyndromic, Mitochondrial DNA 2

Mutations 2002044 ...........ccoeieimeiininieeneeeeeeen 08/09 NEW

Hearing Loss, Nonsyndromic Panel (GJB2)

Sequencing, (GJB6) 2 Deletions and Mitochondrial

DNA 2 Mutations 2001992.........ccoeoniniinerencnncncnn 08/09 NEW
Heavy Metals Panel 3, Blood 0099470.... 02/10 Change
Heavy Metals Panel 3, Urine with Reflex to Arsenic

Fractionated 0099475 .......occoeieiieieieeeceeeeeeee 05/09 Change
Heavy Metals Panel 3, Urine with Reflex to Arsenic

Fractionated 0099475 .......occoeieiieieieeceeeeeee 11/09 Change
Heavy Metals Panel 4, Urine with Reflex to Arsenic

Fractionated 0020572 .....ccoccveieieieieienieeeeeeeenene 05/09 Change
Heavy Metals Panel 4, Urine with Reflex to Arsenic

Fractionated 0020572 .....ccoocveieieieieierieceeeeeenene 11/09 Change
Heavy Metals Panel 6, Urine with Reflex to Arsenic

Fractionated 0025055 .......cccoeoieiierineneneieeeeenen 05/09 Change
Heavy Metals Panel 6, Urine with Reflex to Arsenic

Fractionated 0025055 .......cccoeoieiienienineneieceeenen 11/09 Change
Heavy Metals Panel 6, Urine with Reflex to Arsenic

Fractionated 0025055 ........ccoevieiierinenineieceeenen 02/10 Change
Helicobacter pylori Antigen, Fecal by EIA

0065147 ..o 11/09 Change
Hemochromatosis (HFE) 3 Mutations 0055656........... 11/09 Change
Hemochromatosis (HFE) 3 Mutations 0055656........... 02/10 Change
Hemoglobin Alc 0080453 .......ccooveviiniiniininccniees 09/08 Delete
Hemoglobin A1c 0070426 .......ccoceovvencineniincinereeenn 09/08 NEW
Hemoglobin A1c 0070426 .......cccceveoininieincininceanens 11/09 Change
Hemoglobin Evaluation with Reflex to Electrophoresis

and/or RBC Solubility 0050610 .........cccccovvenueennene 07/08 Change
Hemophilia A (F8) Deletion/Duplication 2001751 ......... 08/09 NEW
Hemophilia A (F8) 2 Inversions 2001759 ......c..cceeveenn 08/09 NEW
Hemophilia A (F8) 2 Inversions, Fetal 2001755 ............. 08/09 NEW
Hemophilia A (F8) 2 Inversions, Fetal 2001755 .......... 11/09 Change

Hemophilia A (F8) 2 Inversions with Reflex to
Sequencing and Reflex to Deletion/Duplication
2001614 .o 05/09 NEW

Hemophilia A (#8) Sequencing 2001747 .... ...08/09 NEW
Hemophilia B (F9) Sequencing 2001578 .........ccccccveeee. 05/09 NEW
Heparin-Induced Thrombocytopenia Antibodies

0051052 oo 05/09 Change
Heparin-Induced Thrombocytopenia Antibodies with Reflex to

Serotonin Release Assay 0051249 ........c..cccccvveeneee 05/09 Change
Hepatitis B Virus Core Antibodies (Total) 0020091.....11/09 Change
Hepatitis B Virus Core Antibody, IgM 0020092........... 09/08 Change
Hepatitis B Virus Core Antibody, IgM 0020092........... 11/09 Change
Hepatitis B Virus DNA Ultrasensitive Quantitative

Real-Time PCR 0056025........cccccovverieineininccnnene 11/08 Change
Hepatitis B Virus DNA Ultrasensitive Quantitative

Real-Time PCR 0056025.........cccccovverieiniininicennene 11/09 Change
Hepatitis B Virus Genotype 2001567 .......ccccovvevruenenenn 05/09 NEW
Hepatitis B Virus Panel, Chronic with Reflex to

HBsAg Confirmation 0020454 ...........cccoccovvvineenncne 08/09 Change
Hepatitis B Virus Panel, Chronic with Reflex to

HBsAg Confirmation 0020454 ...........cccoccovvvineenncne 11/09 Change
Hepatitis B Virus Surface Antibody 0020090............... 08/09 Change
Hepatitis B Virus Surface Antibody 0020090............... 11/09 Change
Hepatitis B Virus Surface Antigen, Confirmation

0020128 ... 08/09 Change
Hepatitis B Virus Surface Antigen, Confirmation

0020128 ... 11/09 Change
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Hepatitis B Virus Surface Antigen, with Reflex to

Confirmation 0020089..........cccoevieierienenienenerenene 11/09 Change
Hepatitis C Virus Antibody 0020099................ 11/09 Delete
Hepatitis C Virus Antibody by CIA 2002483 .................. 11/09 NEW
Hepatitis C Virus Antibody (RIBA), Supplemental

0020104 ...ttt 11/09 Change
Hepatitis C Virus Antibody with Reflex to

Supplemental RIBA 0020700........ccccccerenininnennnnne. 11/09 Change
Hepatitis C Virus Genotyping by PCR & Sequencing

0055593 e 05/09 Change
Hepatitis C Virus Genotyping by PCR & Sequencing

0055593 e 11/09 Change
Hepatitis C Virus Genotyping by PCR & Sequencing

0055593 oo 02/10 Change

Hepatitis C Virus RNA Qualitative PCR 0098264 ....... 08/09 Change
Hepatitis C Virus RNA Qualitative PCR 0098264 ....... 11/09 Change
Hepatitis C Virus RNA Qualitative PCR with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

0051628 ...ttt 11/08 Change
Hepatitis C Virus RNA Qualitative PCR with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

0051628 ...ttt 11/09 Change
Hepatitis C Virus RNA Qualitative PCR with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

0051628 ...ttt 02/10 Delete
Hepatitis C Virus RNA Qualitative PCR with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

2002684 ...t 02/10 NEW
Hepatitis C Virus RNA Quantitative bDNA

0098757 et 11/08 Delete
Hepatitis C Virus RNA Quantitative bDNA

O05T8TT e 11/08 NEW
Hepatitis C Virus RNA Quantitative bDNA

Q0S5 T8TT i 02/10 Change
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Genotype 00513006.......c.cccerieieieieninienereeeeee 11/08 Change
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Genotype 00513006.........cocevvieieneniininieieieene 02/10 Delete
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Genotype 2002681 .......c.ooveriiniiniinicnieeseeeeeee 02/10 NEW

Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Hepatitis C Virus Antibody (RIBA), Supplemental

2002683 ...t e 02/10 NEW
Hepatitis C Virus RNA Quantitative bDNA with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

00516030 ...t 11/08 Change
Hepatitis C Virus RNA Quantitative bDNA with Reflex to

Hepatitis C Virus Antibody (RIBA), Supplemental

00516030 ...t 02/10 Delete
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Hepatitis C Virus RNA Quantitative,

Real-Time PCR 2002682.......ccccovvveerireieiiinieeeerenens 02/10 NEW
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Qualitative PCR 0051307.....ccccvevieiininininenene 11/08 Change
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Qualitative PCR 0051307.....ccocovevieninininiininnene 08/09 Change
Hepatitis C Virus RNA Quantitative bDNA with Reflex

to Qualitative PCR 0051307......cccevievieiieiieieenns 02/10 Delete

Hepatitis C Virus RNA Quantitative by Real-Time PCR

with Reflex to Hepatitis C Virus Antibody (RIBA),

Supplemental 2002686 ........ccceveeerienenininieieee 02/10 NEW
Hepatitis C Virus RNA Quantitative Real-Time PCR

with Reflex to Hepatitis C Virus Antibody (RIBA),

Supplemental 0051632 ........cccvviiieniiiiiiee 11/08 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR

with Reflex to Hepatitis C Virus Antibody (RIBA),

Supplemental 0051632 ........cocvvieiiiiiiieeee 11/09 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR

with Reflex to Hepatitis C Virus Antibody (RIBA),

Supplemental 0051632 ........ccoevveieiinininieieeenne. 02/10 Delete
Hepatitis C Virus RNA Quantitative Real-Time PCR

0098268 ...ttt 11/08 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR

0098268 ...ttt 11/09 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR

0098268 ...ttt 02/10 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR with

Reflex to Genotype 2002685 ........coovevievineneneninene 02/10 NEW
Hepatitis C Virus RNA Quantitative Real-Time PCR with

Reflex to Genotype 0055604 .......ccccveveevievinenenene 11/08 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR with

Reflex to Genotype 0055604 ........coccevveveiinenenene 11/09 Change
Hepatitis C Virus RNA Quantitative Real-Time PCR with

Reflex to Genotype 0055604 ........ccoevevinineeeenne 02/10 Delete
Hepatitis C Virus RNA Quantitative with Reflex to

Qualitative PCR 0056114 ........cooveiiiiiiiiiiiieieeee 11/08 Change
Hepatitis C Virus RNA Quantitative with Reflex to

Qualitative PCR 0056114 ........ooovviiiiiiieiiiieneeee 08/09 Change
Hepatitis C Virus RNA Quantitative with Reflex to

Qualitative PCR 0056114 .......ccocovevvieiieieeieeieene 02/10 Delete
Hepatitis C Virus RNA Quantitative with Reflex to

Qualitative PCR 2001777 ....c.cceevveeinneiinricceens 08/09 NEW

Hepatitis Delta Virus Antibody 0020799......
Hepatitis Delta Virus Antibody 0020799 ....

....07/08 Change
....05/09 Change

Hepatitis Delta Virus Antibody 0020799 ..........ccc.c.... 02/10 Change
Hepatitis Panel, Acute with Reflex to HBsAg

Confirmation 0020457 .....ccoceeieieieieienienieeeneeiene 08/09 Change
Hepatitis Panel, Acute with Reflex to HBsAg

Confirmation 0020457 .....c.coceeieieieieieienieeeneniene 11/09 Change
Hepatocellular Carcinoma Tumor Marker Panel

0081326 ..ttt e 07/08 NEW
HER-2 Gene Amplification by Monoplex PCR,

Paraffin 0049390 ......ccoiiiirinieieeeeeeeee 11/09 Change
HER-2/neu by CISH (SPOT-Light®)

2002443 .o 11/09 NEW
HER-2/neu, (PATHWAY®) (4B5) Tissue Assay,

Paraffin 2002218 .....ccooiiiiiiiiiiccceeee 11/09 NEW
HER-2/neu, (PATHWAY ®) (4B5) Tissue Assay,

Paraffin 2002218 ......covoiiiiiieieieieeeeeeee 02/10 Change
HER-2/neu, (PATHWAY®) (4B5) with Reflex to FISH 2+

2002217 ot 11/09 NEW
HER-2/neu, (PATHWAY®) (4B5) with Reflex to FISH 2+

2002217 ottt 02/10 Change
HER-2/neu, (PATHWAY®) (4B5) with Reflex to

FISH 2+ or 3+ 2002216 ..coooveveeiiieieirinicicineeciceene 11/09 NEW
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HER-2/neu, (PATHWAY®) (4B5) with Reflex to

FISH 2+ or 3+ 2002216 ....ccoccveieiiiiiiiinininiinee 02/10 Change
HER-2/neu, Serum 0098615..........ccvvevvveeeieeecieeeeens 09/08 Change
HER-2/neu, Serum 0098615 .........ccvvveeveieeeeieeeeeeene 05/09 Change
HercepTest® Tissue Assay, Paraffin 0049174 .............. 02/10 Change
HercepTest® with Reflex to HER-2/neu by

FISH if 2+ 0049178 ....cociiiieiiciiecieceeeeeenne 02/10 Change
HercepTest® with Reflex to HER-2/neu by

FISH if 2+ or 3+ 0049172 .c.ooiiiiiiiiiiniciieccee 02/10 Change
Hereditary Hemorrhagic Telangiectasia (ACVRLI or ENG)

Deletion/Duplication 0051348 ........ccoevevvverennnnne 11/09 Change
Hereditary Hemorrhagic Telangiectasia (ACVRLI or ENG)

Deletion/Duplication 0051348 ........ccccevevvvirennnne 02/10 Change

Hereditary Hemorrhagic Telangiectasia

(ACVRLI or ENG) Familial Mutation

0051212 i 08/09 Delete
Hereditary Hemorrhagic Telangiectasia

(ACVRLI or ENG) Familial Mutation, Fetal

0051255 e 08/09 Delete
Hereditary Hemorrhagic Telangiectasia
(ACVRLI and ENG)Sequencing 0051381 ............... 11/09 Change

Hereditary Hemorrhagic Telangiectasia

(ACVRLI and ENG)Sequencing 0051381 ............... 02/10 Change
Hereditary Hemorrhagic Telangiectasia

(ACVRLI or ENG) Sequencing & Deletion/Duplication

0051382 .. 11/09 Change
Hereditary Hemorrhagic Telangiectasia

(ACVRLI or ENG) Sequencing & Deletion/Duplication

0051382 ..ttt 02/10 Change
Hereditary Hemorrhagic Telangiectasia (ACVRLI or ENG)

Sequencing 0051575 ..oovviiiiiiieeieeeeeeee 11/09 Change
Herpes Simplex Virus by PCR 0060041....................... 08/09 Change
Herpes Simplex Virus DFA with Reflex to Herpes

Simplex Virus Culture 0060280 ..........cccevveverernnnne 05/09 Change
Herpes Simplex Virus Typing 0065006................c........ 11/08 Delete
Herpes Simplex Virus Typing 0060847 .........cccccevvvenennenn 11/08 NEW
Herpes Simplex Virus Type 1 and/or 2 Antibodies, IgG

0050293 ...t 01/09 Change

Herpes Simplex Virus Type 1 & Type 2 Glycoprotein

G-Specific Antibodies, IgG by Immunoblot (HerpeSelect®)

0050459 ..o 01/09 Change
Herpes Simplex Virus Type 1 Glycoprotein G-Specific

Antibody, IgG by ELISA (HerpeSelect®)

0050292 ... 01/09 Change
Herpes Simplex Virus Type 1 Glycoprotein G-Specific

Antibody, IgG by ELISA (HerpeSelect®), CSF

0050379 .. 01/09 Change
Herpes Simplex Virus Type 2 Glycoprotein G-Specific

Antibody, IgG by ELISA (HerpeSelect®)

0050294 ... 01/09 Change
Herpes Simplex Virus Type 2 Glycoprotein G-Specific

Antibody, IgG by ELISA (HerpeSelect®), CSF

0050359 ..o 01/09 Change
Herpes Simplex Virus Type 1 and/or 2 Antibodies,

IgG & IgM (CSF) with Reflex to Type 1 & 2

Glycoprotein G-Specific Ab, IgG 0050364 ............. 09/08 Change

Herpes Simplex Virus Type 1 and/or 2 Antibodies,

IgG & IgM with Reflex to Type 1 & 2 Glycoprotein

G-Specific Ab, IgG 0050916 .......ccoevveveveriririeenne 09/08 Change
Herpes Simplex Virus Type 1 and/or 2 Antibodies,

IgG with Reflex to Type 1 & 2 Glycoprotein

G-Specific Ab, IgG 0051708 ......cccvveevieieeirerieeiee 09/08 Change
Herpesvirus 6 (HHV6) (A&B), Quantitation by PCR

0060071 ... 09/08 Change
Herpesvirus 6 (HHV6) (A&B), Quantitative PCR

0060071 ..o 11/08 Change

Herpesvirus 6 (HHV-6) Antibody, IgG 0065288........... 08/09 Change
Hexosaminidase A & Total, Leukocytes 0092471 ........ 01/09 Change

Hippuric Acid, Urine 0091175......ccccooviviiinininicnnns 07/08 Change
Hippuric Acid, Urine 0091175......cccooiviiinininicnnns 11/09 Change
Hirsute Evaluation Panel 0070274.... ....07/08 Change
Hirsute Evaluation Panel 0070274 ... .....05/09 Delete
Hirsutism Evaluation Panel 2001763 .........ccccceverrenennen. 05/09 NEW
Hirsutism Evaluation Panel 2001763............ccccoeuveuennen. 08/09 Change
Hirsutism Evaluation Panel 2001763............ccccoeeenennen. 11/09 Change

Histoplasma Antigen by EIA, Urine 0060730....... ....11/09 Change
Histoplasma Antigen by EIA, Serum 0092522...... ....11/09 Change
Histoplasma Blood Culture 0060145............ccoccvvennnene 11/09 Delete

Histoplasma capsulatum Identification by DNA
Probe 0002226 .......ccooouereieeieieieieieieesie e 09/08 Change

HIV Phenosense GT 0092399.........c.cceueee
HLA-A Sequence-Based Typing 0056019
HLA Bone Marrow Transplantation Evaluation

0095844 ... 08/09 Change
HLA-B Sequence-Based Typing 0056020.................... 11/09 Change
HLA-B*5701 Genotyping 2002429 ......ccccceveverenreeannnn 11/09 NEW
HLA-C Oligotyping 0095715 .....cccvevrieieieienienieeieneen 08/09 Change
HLA-C Sequence-Based Typing 0056021... ....08/09 Change

....02/10 Change
11/09 Change

HLA-C Sequence-Based Typing 0056021.................... 11/09 Change
HLA-DQ Oligotyping 0095845 .......ccoevveverenenenennn 08/09 Change
HLA DR Oligotyping 0098580........ccccervereerenenernreanenn 08/09 Change
HLA-DRBI1 Sequence-Based Typing 0055653 ............ 08/09 Change
HNPCC/Lynch Syndrome Deletion/Duplication

2001728 ..o 08/09 NEW
HNPCC/Lynch Syndrome, Family Specific Mutation

00516048 ... 08/09 Delete
HNPCC/Lynch Syndrome (PMS2) Sequencing

and Deletion/Duplication 0051737.........ccccccvevennnne 07/08 NEW
HNPCC/Lynch Syndrome (PMS2) Sequencing and

Deletion/Duplication 0051737 ......cccceevvveenennecnnene 09/08 Change
HNPCC/Lynch Syndrome, Microsatellite Instability

by PCR 0051740.......ccocoviiiiiiiiiiiiiiiicicieeee 07/08 NEW
HNPCC/Lynch Syndrome, Microsatellite Instability

by PCR 0051740......c.cociviiiiiiiiiiiciciiecccne 11/09 Change
HNPCC/Lynch Syndrome, Microsatellite Instability

by PCR 0051740.....c.cociviiiiiiiiiiiiiieccces 02/10 Change
HNPCC/Lynch Syndrome (MSH2) Sequencing and

Deletion/Duplication 0051654 .........ccocceverveennne 11/09 Change
HNPCC/Lynch Syndrome (MSH2) Sequencing and

Deletion/Duplication 0051654 .........cccocceveveennne 02/10 Change
HNPCC/Lynch Syndrome (PMS2) Sequencing and

Deletion/Duplication 0051737 ......ccecevveeninvncnnene 11/09 Change
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HNPCC/Lynch Syndrome (PMS2) Sequencing and
Deletion/Duplication 0051737 ....ccccecvverenineenncne 02/10 Change
Homocystine Quantitative, Urine 0080413 ................. 05/09 Change

Homocysteine, Total 00998609 .........cccoevveveeneneninnenenn 08/09 Change
Human Immunodeficiency Virus 1 Antibody,

Confirmation 0020284 .........ccevveieiiereniereeeeeeene 05/09 Change
Human Immunodeficiency Virus 1 Antibody,

Confirmation 0020284 ..........ccevevverenenerereeeeene 08/09 Change

Human Immunodeficiency Virus 1 Antibody with
Reflex to Confirmation by Western Blot

0051154 .o 05/09 Change
Human Immunodeficiency Virus 1 DNA PCR, Qualitative

0093001 ..o 02/10 Change
Human Immunodeficiency Virus 1, Genotyping

00556070 ..ot 07/08 Change
Human Immunodeficiency Virus 1, Genotyping

00556070 ..ot 09/08 Change
Human Immunodeficiency Virus 1, Genotyping

00556070 ..ot 01/09 Change
Human Immunodeficiency Virus 1, Genotyping

00556070 ..ot 11/09 Change
Human Immunodeficiency Virus 1, Genotyping

00556070 ..ot 02/10 Change
Human Immunodeficiency Virus 1 RNA Quantitative

BDNA 0020466.........ccooeviiiiiiiiiiiiciiiiececenes 11/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

BDNA 0020466.........ccooeeviiiiiiiiiiciiiieceeenes 02/10 Change
Human Immunodeficiency Virus 1 RNA Quantitative

bDNA with Reflex to Genotype 2002688................... 02/10 NEW

Human Immunodeficiency Virus 1 RNA Quantitative

bDNA with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051664.........cccceveeveneenennnnenn 11/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

bDNA with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051664..........cccceverevieeeeennnne 02/10 Delete
Human Immunodeficiency Virus 1 RNA Quantitative

PCR with Reflex to Ultrasensitive RNA Quantitative

PCR 0055503......ccuimiiiiiiiiiciiiecccceece e 07/08 Delete
Human Immunodeficiency Virus-1 Real-Time PCR

0055598 ..o 07/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR 0055598.......ccocoeieiieniiienieeenieenene 09/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR 0055598.......cccoeieiieniieniecienieeene 11/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR 0055598 ......ccoovveieieiiiecieieneeiee 05/09 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR 0055598 ......ccoeoveieieiiiecieeeneeiene 02/10 Change

Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR with Reflex to Genotype

2002689 ... 02/10 NEW
Human Immunodeficiency Virus] RNA Quantitative

Real-Time PCR with Reflex to Genotyping

00516060 ..o 11/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051660..........cccceveeveereereennenen. 07/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051660.........ccccccovverrineennne 09/08 Change
Human Immunodeficiency Virus 1 RNA Quantitative

Real-Time PCR with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051660.........ccccccoerveneinnennn 02/10 Delete
Human Immunodeficiency Virus 1 Ultrasensitive

Quantitative PCR with Reflex to HIV Quantitative

PCR 0056120......ccucirieiiiiciniciieeeceneeeceeeeee 07/08 Delete
Human Immunodeficiency Virus 1 Ultrasensitive
RNA Quantitative PCR 0055601........c.cccoevvverennne. 07/08 Delete

Human Immunodeficiency Virus 1 Ultrasensitive RNA
Quantitative PCR with Reflex to Human Immunodeficiency

Virus 1 Genotyping 0051662.........cccccooervenveinnennnn 07/08 Delete
Human Immunodeficiency Virus 1, virco TYPE

005TL86 .. 11/09 Change
Human Immunodeficiency Virus 1, virco® TYPE

005TL86 .. 02/10 Change

Human Immunodeficiency Virus-1 Real-Time PCR with

Reflex to Human Papillomavirus (HPV) DNA Probe,

High Risk Surepath® (AutoCyte) 0060744 ............ 07/08 Change
Human Immunodeficiency Virus 1,2 Combined Antibodies

with Reflex to HIV-1 Confirmation by Western Blot

0051160 ... 05/09 Change
Human Immunodeficiency Virus 2 Antibody with Reflex

to Confirmation 0051250.......c.ccevieierienienenienienenne 02/10 Change
Human Metapneumovirus by DFA 0060779 ................ 08/09 Change
Human Metapneumovirus by RT-PCR 0060784 ............. 09/08 NEW
Human Metapneumovirus by RT-PCR 0060784 .......... 08/09 Change
Human Papillomavirus (HPV) DNA Probe, High Risk,

Cervical Brush (Digene) 0065999.........cccocevvvennene 11/09 Change
Human Papillomavirus (HPV) DNA Probe, High Risk

Surpath® (AutoCyte) 0060744.........cccevvereeeienrnene. 11/09 Change
Human Papillomavirus (HPV) DNA Probe, High Risk

(ThinPrep®) 0060750........ccceeieieieieieierieeeeeeeiene 11/09 Change

Humoral Immunity Panel I 0050980 ... ....05/09 Change
Humoral Immunity Panel IT 0050981 ...........cccccceveennee 05/09 Change
Huntington Disease (/D) Mutation with Reflex to

Southern Blot 0040018.........ccoevvviniininiecnennne 09/08 Change
Huntington Disease (/D) Mutation with Reflex to

Southern Blot 0040018.........cccoevveimeininiicnernenes 11/09 Change
Huntington Disease (/D) Mutation with Reflex to

Southern Blot 0040018.........ccoevvviniiniiecnennnes 02/10 Change
Hydrocarbon & Oxygenated Volatiles, Serum or Plasma

0091177 ot 02/10 Change
17-Hydroxypregnenolone Baseline Specimen

0092335 .o 05/09 Change
17-Hydroxypregnenolone Baseline Specimen

0092335 ... 08/09 Change
17-Hydroxypregnenolone Quantitative by

LC-MS/MS, Serum or Plasma 0092333.................. 08/09 Change
17-Hydroxypregnenolone Quantitative by

LC-MS/MS, Serum or Plasma 0092333................. 11/09 Change
17-Hydroxyprogesterone Quantitative by

LC-MS/MS, Serum or Plasma 0092332.................. 08/09 Change
17-Hydroxyprogesterone Quantitative by

LC-MS/MS, Serum or Plasma 0092332.................. 02/10 Change
17-Hydroxypregnenolone 30-Minute Timed Specimen

0092330 ...t 05/09 Change
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17-Hydroxypregnenolone 60-Minute Timed Specimen

0092337 .ot 05/09 Change
17-Hydroxypregnenolone 60-Minute Timed Specimen

0092337 .ot 08/09 Change
17-Hydroxypregnenolone 90-Minute Timed Specimen

0092338 ...t 05/09 Change
17-Hydroxyprogesterone 0070005 ..........cccocevevirennnnne 11/09 Change
17-Hydroxyprogesterone Quantitative by LC-MS/MS,

Serum or Plasma 0092332.........ccccevivineccnennnenne 11/09 Change
18-Hydroxycorticosterone 0099746 07/08 Change
Hydroxyproline, Total Urine 0080328 ..........ccccoeuenee 05/09 Change
25-Hydroxyvitamin D2 and D3, Serum 0093448 ......... 11/09 Delete
25-Hydroxyvitamin D2 and D3, Serum by Tandem

Mass Spectrometry 2002348 ........coceveevvenienieeeene. 11/09 NEW
25-Hydroxyvitamin D2 and D3, Serum by Tandem

Mass Spectrometry 2002348 .......ccccceveverirereenenne 02/10 Change
Hypertrophic Cardiomyopathy, Familial Mutation

0093482 ... 01/09 NEW
Hypertrophic Cardiomyopathy Microarray, 11 Genes

0093484 ... 01/09 NEW
Hypertrophic Cardiomyopathy Microarray, 11 Genes

0093484 ... 05/09 Change
Hypochondroplasia 0051367 ........ccccceveveinennencennns 02/10 Change

IA-2 Antibody 0050202 ......c.cocceovviriininiiincerencenens 01/09 Change
IGF Binding Protein-3 0070060 ..........ccccoovevrencennns 05/09 Change
IGF Binding Protein-3 0070060 ..........cccccovevreneennns 11/09 Change
IGF-1 (Insulin-Like Growth Factor I) 0070125 ........... 05/09 Change
IGF-1 (Insulin-Like Growth Factor I) 0070125 ........... 11/09 Change
IGH/BCL2 t(14;18) by FISH for Detection in Follicular

Lymphoma 2001536 ........cccoviriiniiniiiineenceeenne 05/09 NEW
IGH/MYC, CEPS t(8;14) by FISH for Detection in Burkitt

Lymphoma 2001538 .......cocoiniiiiiniiniiiccnceeenne 05/09 NEW
IgVH Mutation Analysis by Sequencing 0040227........... 09/08 NEW
Immune Complex Panel 0050667 .........cccoeevvincennene 05/09 Change
Immunoglobulin A Subclasses (1&2) 0093149 ... 07/08 Change
Immunoglobulin A Subclasses (1&2) 0093149............. 01/09 Change
Immunoglobulin A Subclasses (1&2) 0093149............. 11/09 Change
Immunoglobulin G, CSF Index 0050676 ..................... 05/09 Change
Immunoglobulin G Subclass 1 0050571 ........ccccoeeeenee 11/09 Change
Immunoglobulin G Subclass 2 0050572 ... 11/09 Change
Immunoglobulin G Subclass 3 0050573 ... 11/09 Change
Immunoglobulin G Subclass 4 0050576 .........cccceue. 11/09 Change
Immunoglobulin G Subclasses (1, 2, 3, 4)

0050577 ettt 11/09 Change
Inflammatory Bowel Disease Differentiation Extended

Profile 2001608 .......ccccovvirieiniiiiicineecceeeee 05/09 NEW
Inflammatory Bowel Disease Differentiation Extended

Profile 20016008 .......ccccovvuirieiniiiicceeceeeeene 05/09 NEW
Inflammatory Bowel Disease Differentiation Profile

0050567 ..ot 11/09 Change
Influenza Virus A & B Rapid Culture 0060286 ........... 05/09 Change
Influenza Virus A & B DFA with Reflex to Influenza

Virus A & B Rapid Culture 0060284 ...................... 05/09 Change
Inhalants Panel, Solvents, Plasma 0091530.................. 02/10 Change
Inhibin B 0070413 ...ocoiiiiieeeeeeeeeeee e 02/10 Change
Inhibitor Assay, PTT with Reflex to PTT 1:1

Mix 2-Hour Incubation 0030169........cccccoevvvrennenne 07/08 Change
Insulin, Free & Total 0070155 .....ccooovvviieiiiiieeeene 11/08 Change

Insulin, L.V. Fluid 0070240 ......c.cccooeoininininiininiccnnns 09/08 Change
Insulin, Free & Total 0070155 .....cccooveveieieieieeeene 08/09 Change
Interferon gamma by MAFD 0051531 .....ccccoevienee 05/09 Change
Interleukin 1 Beta by Chemiluminescence

0050494 ..o 11/09 Delete
Interleukin 1 beta by MAFD 0051536 ......cccovvueveuennee 05/09 Change
Interleukin-1-Receptor-Associated Kinase-4 (IRAK-4)

Deficiency Screen 0051393 ........ccooiviinieininiecnnne 05/09 Change
Interleukin-1-Receptor-Associated Kinase-4 (IRAK-4)

Deficiency Screen 0051393 ........ccooiiiinieineniecnnne 11/09 Change
Interleukin 2 by ELISA 0099230......c.cccccovineeneniecnnns 08/09 Change
Interleukin 2 by ELISA 0099230.....c.cccccvineeneniecnnns 02/10 Change
Interleukin 2 by MAFD 0051588 .................. ....05/09 Change
Interleukin 2 Receptor by MAFD 0051529 ................. 05/09 Change
Interleukin 2 Receptor by Chemiluminescence

0050502 ..o 11/09 Delete
Interleukin 2 Receptor (Soluble) by MAFD

0051529 o 11/09 Change

Interleukin 4 by MAFD 0051532 ...
Interleukin 5 by MAFD 0051533 .....ccoccoveennennnee

....05/09 Change
....05/09 Change

Interleukin 6 by Chemiluminescence 0050489 ............. 11/09 Delete
Interleukin 6 by MAFD 0051537 ...ccooveiviniiniiicnns 05/09 Change
Interleukin 8 by Chemiluminescence 0050490 ............. 11/09 Delete

Interleukin 8 by MAFD 0051538 ........
Interleukin 10 by MAFD 0051534 ......

....05/09 Change
....05/09 Change

Interleukin 12 by MAFD 0051530 ...ccccovvinieiniiiinens 05/09 Change
Interleukin 13 by MAFD 0051539 ...ccccovviniiiniiiinns 05/09 Change
Todide, Serum or Plasma 0090695 ...........ccccovevveeneeenns 07/08 Change
Todide, Urine 0091124 .....c..ccooviininiiinieiiincencccns 07/08 Change
Ipecac Use Markers Screen, Serum or Plasma

0091180 vttt 07/08 Change
Isohemagglutinin Titer 0013012 .......ccccooeininicnenne. 11/09 Delete
Isohemagglutinin Titer, [gG 2000271 .....ccccoveveeveenennennene 11/09 NEW
Isohemagglutinin Titer, IgG & IgM 2000280 ................. 11/09 NEW
Isohemagglutinin Titer, [gM 2000270 .......ccccceveerernnennene 11/09 NEW
Itraconazole, Antifungal Serum Level, HPLC

0098519 ..t 08/09 Change
JAK?2 Gene, V617F Mutation, Qualitative

0051245 oo 07/08 Change
JAK?2 Exon 12 Mutation Analysis by PCR 2002357 ....... 11/09 NEW
JC Virus by PCR 0099169 09/08 Change
JC Virus by PCR 0099169 08/09 Change
Juvenile Polyposis (SMAD4) Full Gene Sequencing

005T5T0 ciiiiieieeieeeeeeee e 11/08 Change
Juvenile Polyposis (SMAD4) Full Gene Sequencing

005T5T0 i 02/10 Change
Juvenile Polyposis (SMAD4) Deletion/Duplication

2001976 ..t 08/09 NEW
Juvenile Polyposis (SMAD4) Sequencing and

Deletion/Duplication 2001971 .......ccecveieviivienininene 08/09 NEW

..... 08/09 Delete
....08/09 Change

17-Ketosteroids Fractionation, Urine 0096361
Kidney Stone Risk Panel, Urine 0020843 .............

Kidney Stone Risk Panel, Urine 0020843 .................... 02/10 Change
Kidney Stone Risk Panel II, Urine 0020805................. 08/09 Change
Kidney Stone Risk Panel II, Urine 0020805................. 02/10 Change
KIT Mutations, Melanoma 2002695 .............ccccooeeveeennn... 02/10 NEW
KIT Mutations in Fragment Analysis and Sequencing

2002437 oo 11/09 NEW
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KRAS Mutation Detection 0040248.........ccccceveverennnnne 01/09 Change
KRAS Mutation Detection 0040248.........cccoceverereennnns 11/09 Change
KRAS Mutation Detection with Reflex to BRAF

2001932 .. 08/09 NEW
KRAS Mutation Detection with Reflex to BRAF

2001932 . 11/09 Change
Lactate Dehydrogenase, Isoenzymes 0020413 ............. 11/09 Change
Lactoferrin, Fecal by ELISA 0061164............cccccnee.... 11/09 Change
Lamellar Body Counts 0080940 ...........cccovvevrencennns 09/08 Change
Latex Specific IgE, RIA Panel 0092580 ...........ccccucu.e.. 11/09 Delete
LDL Cholesterol, Direct 0020257 ......ccvvveevveeeeeeeeneeanns 08/09 Change
LDL Subclasses 0050021 .........ccceeieieienienienienienieeneenes 11/09 Change
Lead, Blood (Venous) 0020098 .........ccccoevverienenrennennnnn 11/09 Change
Lead, Industrial Exposure Panel, Adults 0025016........ 11/09 Change
Lead, Urine 0025060 ..........cooveeeveeeieeeeeeeeieeeeeeeeeneeeene 05/09 Change
Legionella pneumophila DFA 0060112 .............cccc...... 05/09 Change
Legionella Species by PCR 0056105.........cccooceveveenens 08/09 Change
Legionella Species, Culture 0060113 ........cccooevvveenees 08/09 Change
Leishmania Antibody, IgG (Visceral Leishmaniasis)

0051726 .o 07/08 NEW
Leishmania Antibody, I1gG (Visceral Leishmaniasis)

0051726 .o 11/08 Change
Leishmania Antibody, IgG & 1gM, IFA

0093073 ... 07/08 Change
Leukemia/Lymphoma Phenotyping (Comprehensive

- Bone Marrow) 0095244 ........cccoeveviiinirieiee 05/09 Change
Leukemia/Lymphoma Phenotyping

(Comprehensive — Miscellaneous) 0095243 ........... 05/09 Change
Leukemia/Lymphoma Phenotyping

(Comprehensive-Whole Blood) 0096299................ 05/09 Change
Librium & Nordiazepam 0090148.........cccccevevereennenene 11/09 Change
Lipoprotein-Associated Phospholipase

A2 (PLAC™ Test) 0081055 .....cccoveirveineriiinicennne 09/08 Change
Lipoprotein-Associated Phospholipase A2

(PLAC™ Test) 0081055......cccoiviiieiiiiciiiiieiencne 05/09 Change
Lipoprotein Electrophoresis with Qualitative Band

Assessment 0080570 .....c.oevverieieienienienieneeeeeenen 07/08 Change
Listeria Antibody, CSF by CF 2002086..........cccceevuenn. 11/09 NEW
Loeys-Dietz Syndrome (TGFBRI & TGFBR?2)

Neuro Deletion/Duplication 2002697 ...............c........ 02/10 NEW
Loeys-Dietz Syndrome (TGFBRI & TGFBR?2)

Sequencing 2002705.......ccccoveireireinineireeeneeees 02/10 NEW
Loeys-Dietz Syndrome (TGFBRI & TGFBR?2)
Sequencing & Deletion/ Duplication 2002701 ................ 02/10 NEW
Lorazepam 0090181..... 11/09 Change
LSD, Urine 0091224 07/08 Change
LSIMYC t(8q;24) by FISH 2002345 .......ccoecenerriennnne 11/09 NEW
Lupus Anticoagulant Reflexive Panel 0030181 ........... 05/09 Change
Lupus Comprehensive Analyzer 0097978 ...........c......... 07/08 Delete
Lupus Comprehensive Reflexive Panel 0050119 ......... 02/10 Change
Luteinizing Hormone, Pooled 0020780 ...........ccceuee.... 05/09 Change
Lymphocyte Antigen & Mitogen Proliferation Panel

0096056 ...t 11/09 Change

Lymphocyte Antigen and Mitogen Proliferation Panel with
Cytokine Response to Mitogens, 12 Cytokines
0051584 ..o 11/09 Change

Lymphocyte Antigen and Mitogen Proliferation Panel with
Cytokine Response to Mitogens, Monokines
0051587 it 11/09 Change
Lymphocyte Antigen and Mitogen Proliferation Panel with
Cytokine Response to Mitogens, TH1 Cytokines
0051585 ..o 11/09 Change
Lymphocyte Antigen and Mitogen Proliferation Panel with
Cytokine Response to Mitogens, TH2 Cytokines
0051580 .. 11/09 Change
Lymphocyte Antigen Proliferation 0096055 09/08 Change
Lymphocyte Antigen Proliferation

0096055 ..ot 11/09 Change
Lymphocyte Mitogen Proliferation

0096043 ... 11/09 Change
Lymphocytic Choriomeningitis (LCM) Antibody

by CF 0050360 .....cocooviiiiiiiiiiiiiiiiiceiecccne 11/08 Change
Lymphocytic Choriomeningitis (LCM) Antibody

by CF 0050360 .......coevemiiiiiiiiiiciiiiieciiccces 05/09 Delete
Lymphocytic Choriomeningitis (LCM) Antibody

by CF, CSF 0054450........ccccovviiviniiiniiiiines 11/08 Change
Lymphocytic Choriomeningitis (LCM) Antibody

by CF, CSF 0054450.........cccocovviiiniiiiiiiicicnens 05/09 Delete
Lymphocytic Choriomeningitis (LCM) Virus

Antibodies, IgG & IgM 2001635 ......coocovviniiniiinne 05/09 NEW
Lymphocytic Choriomeningitis (LCM) Virus

Antibodies, IgG & IgM, CSF 2001628 ..........ccceue. 05/09 NEW
Lymphocytic Choriomeningitis (LCM) Virus

Antibody, IgG, CSF 2001629 ........cccecoveininiinicinne 05/09 NEW
Lymphocytic Choriomeningitis (LCM) Virus

Antibody, IgG 2001633 .......ccooeiriiiinciiceeecene 05/09 NEW
Lymphocytic Choriomeningitis (LCM)

Virus Antibody, IgM 2001634 .......cccooeiiiniiniinne 05/09 NEW
Lymphocytic Choriomeningitis (LCM)

Virus Antibody, IgM, CSF 2001630 ........ccceceeveenee 05/09 NEW
Lymphocyte Subset Panel 1 - CD4 Absolute Count Only

0095854 ..o 11/09 Change
Lymphocyte Subset Panel 2 - CD4 Percent & Absolute

0095855 .o 11/09 Change
Lymphocyte Subset Panel 3 - T-Cell Subsets (CD4 & CDS),

Absolute Counts Only 0095853 ........ccoeevvvincennne 11/09 Change
Lymphocyte Subset Panel 4 - T-Cell Subsets Percent &

Absolute, Whole Blood 0095950 .........ccocovvvveennnen. 11/09 Change
Lymphocyte Subset Panel 5 - Total Lymphocyte Enumeration

0095892 ..o 11/09 Change
Lymphocyte Subset Panel 6 - Total Lymphocyte Enumeration

with CD45RA & CD45R0O 0095862 .........cccoveuennee 11/09 Change
Lymphocyte Subset Panel 7 - Congenital Immunodeficiencies

0095899 ..o 11/09 Change
Lymphocyte Transplantation CD3 0095949 ............... 11/09 Change
Lymphocyte Transplantation Profile 0095798 ............ 11/09 Change
Lymphoma (Aggressive) Panel by FISH 2002650..........02/10 NEW
Macroprolactin 0020765 .......cccoeeveeieieieieniereseeeeeenen 09/08 NEW
Macroprolactin 0020765 ..........cceceveerenieineeneneeenens 08/09 Change
Macular Degeneration, Age-Related, DNA Variants

00516074 ..o 02/10 Change

Magnesium, Fecal 0020105.... ....11/09 Change
Magnesium, Urine 0020477........... ....11/08 Change
Malaria Antibody, IgG 0051356 ......cccevieinveininiinnne 01/09 Change
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Malaria, Rapid Screen (Includes Giemsa stain 0049025)

2001547 oo 05/09 NEW
Malaria, Rapid Screen (Includes Giemsa stain 0049025)
2001547 oo 02/10 Change

Manganese, Serum 0099265
Manganese, Urine 0025070

08/09 Change
05/09 Change

Manganese, Urine 0025070 08/09 Change
Manganese, Whole Blood 0099272.........ccccovvincnnnene 08/09 Change
Maternal Cell Contamination, Fetal Sample

0051596 ...ttt 09/08 Change
Maternal Screening, Sequential, Specimen #1

0081293 ...ttt 02/10 Change
Maternal Screening, Sequential, Specimen #2

0081294 ...t 02/10 Change
Maternal Serum Screening, Integrated, Specimen #1

0081002 ...ttt 02/10 Change
Maternal Serum Screening, Integrated, Specimen #2

0081004 ...ttt 02/10 Change
Measles (Rubeola) Virus Culture 0065055................... 11/08 Change
Meat Fibers, Fecal 0020372 ......cccovevveierienienieneneeieneen 05/09 Change
Medium Chain Acyl-CoA Dehydrogenase Deficiency

(ACADM) 2 Mutations 0051205.........ccoevvvincenncne 09/08 Change
Medium Chain Acyl-CoA Dehydrogenase Deficiency

(ACADM) 2 Mutations 0051205.........cccoevvvincenncne 02/10 Change
Medium Chain Acyl-CoA Dehydrogenase Deficiency

(ACADM) Sequencing 0051758 .....ccovvevivviverinienenne 09/08 NEW
Medium Chain Acyl-CoA Dehydrogenase Deficiency

(ACADM) Sequencing 0051758 .....cceoveveevvvenennnnne 02/10 Change

Meningoencephalitis Panel, CSF with Reflex to

HSV Type ¢ 1 & Type 2 Glycoprotein G-Specific

AD, IgG 0050078 ....ocvviiiiiiiiiiiecieeccces 09/08 Change
Meningoencephalitis Panel, CSF with Reflex to

HSV Type 1 & Type 2 Glycoprotein G-Specific

AD, IgG 0050078 ....ocvviiiiiiiiiicceeccces 11/08 Change
Meningoencephalitis Panel, CSF with Reflex to HSV

Type 1 & Type 2 Glycoprotein G-Specific Ab,

IG 0050078 ..o 05/09 Delete
Meningoencephalitis Panel, CSF with Reflex to HSV

Type 1 & Type 2 Glycoprotein G-Specific Ab, IgG

20017605 oo 05/09 NEW
Meningoencephalitis Panel, Serum with Reflex to

HSV Type 1 & Type 2 Glycoprotein G-Specific

AD, IgG 0050077 ..o 09/08 Change
Meningoencephalitis Panel, Serum with Reflex to HSV

Type 1 & Type 2 Glycoprotein G-Specific Ab, IgG

0050077 ..o 11/08 Change
Meningoencephalitis Panel, Serum with Reflex to

HSV Type 1& Type 2 Glycoprotein G-Specific Ab,

IEG 0050077 .. 5/09 Delete
Meningoencephalitis Panel, Serum with Reflex to HSV

Type 1 & Type 2 Glycoprotein G-Specific Ab,

I18G 2001764 ..oviiciiieicece e 05/09 NEW
Meperidine, Serum or Plasma 0091212............cccceue. 07/08 Change
Meperidine, Serum or Plasma 0091212....................... 02/10 Delete
Meperidine, Urine 0091220..........ccvvemeeninecnennnne. 02/10 Delete
Meperidine & Metabolite - Confirmation/Quantitation -

Serum or Plasma 2002756.........cccevevenininieieeenee 02/10 NEW

Meperidine & Metabolite - Confirmation/Quantitation -

Urine 2002760 .....coevveveririerieeieieieiesie e 02/10 NEW
Mephenytoin & Metabolite, Serum or Plasma
00911100t 07/08 Change

Mercury, Urine 0025050
Mercury, Whole Blood 0099305
Mercury, Whole Blood 0099305

05/09 Change
08/09 Change
02/10 Change

Metanephrines, Plasma (Free) 0050184 ....05/09 Change
Metanephrines, Plasma (Free) 0050184 ....11/09 Change
Metanephrines, Urine 0080436 ............... ....05/09 Change
Methemoglobin 0028013 ........ccoocovviniiiniiniccrees 05/09 Delete
Methotrexate Sensitivity by MTHFR Genotyping

0051280 ... 02/10 Change
Methylenetetrahydrofolate Reductase (MTHFR)

2 Mutations 0055655 .......cocoeieieiieiineeceeeeeee 11/09 Change
Methylenetetrahydrofolate Reductase (MTHFR)

2 Mutations 0055655 ......ccoccoeieiieiieineneceeeeeee 02/10 Change
Mexiletine 0090276 ........cccocoveoevenccincnnnenne ....05/09 Change

Microarray Family Study by FISH 2002301 ... ...11/09 NEW
Microarray Genomic, Fetal 2002366 ...........cccocccvvuennenn 11/09 NEW
Microsatellite Instability by IHC with Reflex to BRAF

V600E Mutation & MLHI Promoter Methylation

2002327 o 11/09 NEW
Microsatellite Instability/ HNPCC by PCR

0050585 ... 07/08 Delete
Microsatellite Instability/ HNPCC by

Immunohistochemical Stain 0049302 ..................... 09/08 Change
Microsatellite Instability/ HNPCC by

Immunohistochemical Stain 0049302 ..................... 01/09 Change
Microsporidia Stain by Modified Trichrome

0060050 ..o 11/09 Change
Mitochondrial M2 Antibody, IgG (ELISA)

0050005 ..o 11/09 Change
MLH1 Full Gene Analysis 0051650 .........cccoccevveneuennee 09/08 Change
MLH1 Full Gene Analysis 0051650 .........cccoccevveneeuennee 02/10 Change
MLH1 Promoter Methylation, Paraffin 2002499 ............. 11/09 NEW
MLL-AF4, t(4;11) Translocation by RT-PCR

00504406 ... 11/09 Change
Molar Pregnancy, 16 DNA Markers 0051755 ................. 09/08 NEW

Molar Pregnancy, 16 DNA Markers 0051755 ...
Molar Pregnancy, 16 DNA Markers 0051755 ...
Monoclonal Protein Detection Quantitation &

Characterization SPE, IFE, IgA, IgG, IgM, Serum

0050615 ..o 02/10 Change
Monoclonal Protein Detection, Quantitation,

Characterization SPE, IFE, IgA, IgG, IgM,

....11/09 Change
....02/10 Change

FLC 2002715 .ottt 02/10 NEW
Moricizine (Ethmozine®), Serum or Plasma
0091545 ..o 07/08 Change

MPO/PR-3 (ANCA) Antibodies 0050707 ...
MSH?2 Full Gene Analysis 0051654......
MSHG6 Full Gene Analysis 0051656......

....05/09 Change
....09/08 Change
....09/08 Change

MSHG6 Full Gene Analysis 0051656..........cccocevvveneuenne. 02/10 Change
Mucolipidosis, Type IV (MCOLN1) 2 Mutations

0051448 ...t 05/09 Change
Mucolipidosis, Type IV (MCOLN1) 2 Mutations

0051448 ... 02/10 Change
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Mucolipidosis IV (MCOLNI) 2 Mutations, Fetal

0051449 ..o 09/08 Change
Mucolipidosis, Type IV (MCOLNI) 2 Mutations,

Fetal 0051449 ..o 05/09 Change
Mucolipidosis, Type IV (MCOLNI) 2 Mutations,

Fetal 0051449 ..o 02/10 Change
Mucopolysaccharides Electrophoresis & Quantitation,

UTine 0081352 ...t 09/08 NEW
Mucopolysaccharides Electrophoresis & Quantitation,

Urine 0081352 ..o 08/09 Change
Mucopolysaccharides Screen - Electrophoresis & Quantitation,

Urine 0081352 ..o 11/09 Change
Mucopolysaccharides, Quantitative, Urine

0081357 ettt 09/08 NEW
Mucopolysaccharides, Quantitative, Urine

0081357 ettt 11/09 Change

Multiple Endocrine Neoplasia Type 2 (MEN2),

RET Gene Mutations by Sequencing 0051390........ 09/08 Change
Multiple Endocrine Neoplasia Type 2 (MEN2),

RET Gene Mutations by Sequencing 0051390........ 02/10 Change
Multiple Endocrine Neoplasia Type 2 (MEN2),

RET Gene M918T & A883F Mutations

0051492 ..o 02/10 Change
Multiple Myeloma Panel by FISH 2002294................. 02/10 Change
Mumps Virus Antibody, [gM 0099589 ............. 11/08 Change
Mumps Virus Antibody, IgM, CSF 0054443 11/08 Change
Myasthenia Gravis Panel (Acetylcholine Receptor

Antibody Reflex Panel and Striated Muscle Antibody,

IgG with Reflex to Titer) 2002666 ..........cccoeevvuennenn 02/10 NEW
Myasthenia Gravis Panel (Striated Muscle Antibody,

IgG with Reflex to Titer) 0080177 .......cccvvvrunnnene. 02/10 Delete
Mycobacterium tuberculosis Amplified Direct Detection

0060095 ..o 08/09 Change
Mycobacterium tuberculosis Complex Speciation

0060771 ..o 01/09 Change

Mycophenolic Acid 0090213 ..... 11/09 Change
Mycophenolic Acid and Metabolite, Serum 2002173 .....11/09 NEW
Mpycoplasma pneumoniae by PCR 0060256................. 05/09 Change
Mycoplasma pneumoniae by PCR 0060256 08/09 Change

Mycoplasma pneumoniae by PCR 0060256 11/09 Change
Mycoplasma pneumoniae Culture 0065033................... 11/08 Delete
Myelin Basic Protein 0080515.............c..c...... 01/09 Change
Myeloperoxidase Antibody 0050526 .........cccceevevenennene 05/09 Change
Myelodysplastic Syndrome (MDS) Panel by FISH

2002709 ...t 02/10 NEW
Myeloproliferative Disorders Panel by FISH

2002360 ..o 11/09 NEW
Myoglobin, Serum 0020224 ........cccevvevieriereneeeeenen 05/09 Change
Narcolepsy - HLA DNA Panel 0095835..........cccoeennee 08/09 Change
Natural Killer Cell Profile 0092121 .......ccceovevveevierennnne. 11/09 Change
Neisseria meningitidis Tetravalent Antibodies

(Serogroups A, C, W-135, & Y), IgG 2001603 ......... 05/09 NEW

Neisseria meningitidis Tetravalent Antibodies

(Serogroups A, C, W-135, & Y), IgG 2001603 ...... 11/09 Change
Neisseria meningitidis Tetravalent Antibodies

(Serogroups A, C, W-135, & Y), IgG 2001603 ...... 02/10 Change
Neisseria meningitidis Types A & C, IgG (ELISA)

0050300 ... 05/09 Delete

Neurofibromatosis Type 1 (NF1) Deletion/

Duplication 2001952 ......ccoeieieieieieieeeeeeeeeeene 08/09 NEW
Neuromyelitis Optica (NMO) Autoantibody, IgG

2001930 ...t 08/09 NEW
Neuron Specific Enolase 0098198 ...........cccoceoveincennne 08/09 Change
Neuron Specific Enolase, CSF 0081226..................... *08/09 Change
Neuronal Antibodies (Hu, Ri, Yo, Amphiphysin)

IgG by Immunoblot 00510900 ...........ccoceevvinueennne 07/08 Change
Neuronal Antibodies (Hu, Ri, Yo, Amphiphysin)

IgG by Immunoblot 0051090 .........ccceeevevirenennnne 09/08 Change
Neuronal Cell Antibodies, CSF 0098726...................... 11/09 Change
Neutrophil-Associated Antibodies 0055506 ................ 05/09 Change
Neutrophil Oxidative Burst Assay (DHR)

0096657 ....oovviiiiiiiiciiiiee, ......11/08 Change
Neutrophil Receptor Profile 0095921 ... ....11/09 Change
Nickel, Serum 0099452 .......ccooviiiirieieeereeeeeee 11/08 Change
Nickel, Serum 0099452 ......ccooviiiirieieeeeeeeee 05/09 Change
Nickel, Serum or Plasma 0099452.... ....08/09 Change

Nickel, Urine 0025045..... ....05/09 Change
Nickel, Urine 0025045........cocoviririeieieeeseeeeeenene 08/09 Change
Nicotine & Metabolites, Serum or Plasma

0092361 .. 11/09 Change

Nicotine & Metabolites, Urine 0092356
Nicotine & Metabolites, Urine 0092356
Niemann-Pick, Type A (SMPD1) 4 Mutations

....07/08 Change
11/09 Change

0051458 .o 05/09 Change
Niemann-Pick, Type A (SMPD1) 4 Mutations

0051458 .o 02/10 Change
Niemann-Pick Disease, SMPD1 Gene Mutations,

Fetal 0051459 ..o 09/08 Change
Niemann-Pick, Type A (SMPD1) 4 Mutations,

Fetal 0051459 ..o 05/09 Change
Niemann-Pick, Type A (SMPD1) 4 Mutations,

Fetal 0051459 ..o 02/10 Change
NMP22® 0080281.................. ....11/08 Change
NMR LipoProfile® 0095167 ......ccccvveireneineieenennn 02/10 Delete
NMR LipoProfile® Test 2002043........ccccovveirrreeenennn 02/10 NEW
Noonan Syndrome (PTPN11) Sequencing

0051805 ...t 09/08 NEW
Noonan Syndrome (PTPN11) Sequencing

0051805 ...ttt 02/10 Change
Norovirus Group 1 & 2 Detection by RT-PCR

0051281 ot 05/09 Change
Norovirus Group 1 & 2 Detection by RT-PCR

0051281 .o 08/09 Change
Nortriptyline by FPIA 0090215 ......ccccovviniiniiiincnn 11/09 Delete
Nortriptyline by HPLC 0090074 ....01/09 Change
Occult Blood, Fecal 0020374 ........ccovveeeeeeieeeceeeeneeene 01/09 Change
Oligoclonal Band Profile (0080341) 0080440.............. 05/09 Change

Oligoclonal Band Profile with MBP 0080341 ...
Organic Acids, Plasma 0099289 ....
Organic Acids, Urine 0098389.................

....05/09 Change
....07/08 Change
....07/08 Change

Osmotic Fragility, Erythrocyte 0049015...........ccccce... 11/09 Delete
Osmotic Fragility, Erythrocyte 2002257........ccccccvvennene. 11/09 NEW
Ova & Parasite Exam, Body Fluid 0060067... ....08/09 Change
Ova & Parasite Exam, Body Fluid 0060067.................. 11/09 Delete
Ova & Parasite Exam, Body Fluid 2002277.................... 11/09 NEW
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Ova & Parasite Exam, Fecal (Immunocompromised

or Travel History) 0060240 ..........ccccoccvnerinincenncne 07/08 Change
Ova & Parasite Exam, Fecal (Immunocompromised

or Travel History) 0060240 ..........cccceevruineenennne. 11/09 Delete
Ova & Parasite Exam, Fecal (Immunocompromised

or Travel History) 2002272 ......cceoveveveneneneneneenene 11/09 NEW
Pancreatitis, Hereditary (PRSS!) Sequencing

2002016 ...cviiiiiiiiiii e 08/09 NEW
Pancreatitis, Idiopathic (CFTR, PRSS1, SPINKI)

Sequencing 2002005.........cccevieieienerereeee e 08/09 NEW
Pancreatitis, Idiopathic, (SPINKI) Sequencing

2002012 .o 08/09 NEW
Pancreatobiliary FISH 2002461 .........ccccoeivineininnennn. 11/09 NEW
Parathyroid Hormone-Related Peptide (PTHrP)

0093014 ...t 07/08 Change

Parasitology Stain by Modified Acid-Fast 0060046 .....01/09 Change
Parasites Smear (Giemsa Stain), Blood 0049025 ......... 05/09 Change
Parasites Smear (Giemsa Stain), Blood 0049025 ......... 02/10 Change
Parathyroid Hormone, Fine Needle Aspiration

(FNA) 2001491 ..ot 05/09 NEW
Parathyroid Hormone, Fine Needle Aspiration

(FNA) 2001491 ..ot 11/09 Change
Paroxetine Quantitation, Serum or Plasma

0090786 ..ot 07/08 Change
Paroxetine Quantitation, Urine 0091226 07/08 Change
Paroxysmal Nocturnal Hemoglobinuria Profile,

High Resolution — RBC 0095864 ...........ccccoevveeenene 05/09 Change
Paroxysmal Nocturnal Hemoglobinuria Profile,

High Resolution — RBC 0095864 ...........ccccceeveeneee 11/09 Change
Paroxysmal Nocturnal Hemoglobinuria Profile,

High Resolution — WBC 0096666 ..........c.cccccoeuennee 05/09 Change
Paroxysmal Nocturnal Hemoglobinuria Profile,

High Resolution — WBC 0096666 ..........c.cccccocennee 11/09 Change
Partial Thromboplastin Time 0030235 .........c.ccccceeennee 07/08 Change
Partial Thromboplastin Time with Reflex to PTT 1:1

MixX 0030162.....cuimiiiiiiiinieieireceeeeeteeee e 07/08 Change
Partial Thromboplastin Time with Reflex to PTT 1:1

MixX 0030162 ..o 05/09 Delete

Partial Thromboplastin Time with Reflex to PTT 1:1
Mix & Platelet Neutralization Procedure

0030004 ..o 05/09 Delete
Parvovirus B 19, by PCR 0060043 ...........cccccvvenreennne 08/09 Change
Parvovirus B 19, by PCR, Bone Marrow 0060028....... 08/09 Change
PAX-FKHR Translocation by RT-PCR 0040113 .......... 11/09 Change
PCA3 - Prostate Cancer Biomarker 2001999 .................. 08/09 NEW
Phenol Exposure, Urine 0091260 .................. RPN 11/09 Change
Phosphatidylserine Antibody, IgA 0050908 ................. 09/08 Change
Phosphatidylserine Antibody, IgG 0050906 ................. 09/08 Change
Phosphatidylserine Antibodies, IgG, IgM, & IgA

0050905 ... 09/08 Change

Phosphatidylserine Antibody, IgM 0050907
Phospholipid Antibodies, IgG, IgM, & IgA

09/08 Change

00516000 ....ieiiieiieiieieeeeee e 09/08 Change
Phospholipids, Serum or Plasma 0020042.................... 11/09 Change
Phosphorus, Urine 0020478..........cccecveeeierienenenenennn 08/09 Change

Pinworm 0060051 ........ccooiiirieiirinieieieieeee e 01/09 Change
Pinworm 0060051 ........ccooiiirieiirinieieieieeee e 08/09 Change

Plasminogen Activator Inhibitor 1, Activity

0098781 .. 05/09 Change
Plasminogen Activity 0030190 ............ 05/09 Change
Platelet Aggregation Studies 0030160 02/10 Change
Platelet Antigen 1 Genotyping (HPA-1) 0051309 ........ 02/10 Change
Platelet Antigen 2 Genotyping (HPA-2) 0051310 ........ 02/10 Change
Platelet Antigen 3 Genotyping (HPA-3) 0051311......... 02/10 Change
Platelet Antigen 4 Genotyping (HPA-4) 0051490 ........ 02/10 Change
Platelet Antigen 5 Genotyping (HPA-5) 0051312 ........ 02/10 Change
Platelet Antigen 6 Genotyping (HPA-6) 0051313 ........ 02/10 Change

Platelet Antigen 15 Genotyping (HPA-15) 0051314 ....02/10 Change
Platelet Antigen Genotyping Panel 0051308 ................ 02/10 Change
PML/RARa FISH 2002363 .....c.coevviiiineiiieeniereeenn 11/09 NEW
Poliovirus Antibodies 0060054..............ccc..... ....11/09 Change
Polychlorinated Biphenyls, Serum 0090800................. 07/08 Change
Porphyrins & Porphobilinogen (PBG), Urine

0080305 ... 11/09 Delete
Porphyrins & Porphobilinogen (PBG), Urine

2002181 ..o 11/09 NEW
Porphyrins, Quantitation & Fractionation, Urine

2002058 ... 08/09 NEW
Porphyrins, Urine 0080460 ...........cccocevvvenecenenccnenne. 08/09 Delete

Potassium, Fecal 0020380 ....................
Pneumocystis jiroveci DFA 0060052.....

....11/09 Change
....01/09 Change

Pneumocystis jiroveci DFA 0060052..... ....02/10 Change
Prader-Willi Syndrome 0051116......c.cccooviveinincennns 02/10 Change
Prealbumin, Serum 0050435.......cccooovviiienieienienenenene 11/09 Change
Pregnenolone by LC-MS/MS, Serum or Plasma

0092334 ... 08/09 Change
Pregnenolone by LC-MS/MS, Serum or Plasma

0092334 ... 11/09 Change
proBrain Natriuretic Peptide, NT 0050083................... 08/09 Change
proBrain Natriuretic Peptide, NT 0050083................... 02/10 Change
Procalcitonin 0020763 ........cccooeoiveirenieeneiiineeneeeeenne 07/08 NEW
Propafenone 0090186 .........cccceeevencenininineenicennns 11/09 Change
Prostate Specific Antigen, Free Percentage

(Includes Free PSA & Total PSA) 0080206 ........... 01/09 Change
Prostate Specific Antigen, Total 0070121 .............c.c..... 01/09 Change
Prostate Specific Antigen, Total - Medicare Screening

0070234 ... 11/08 Change
Prostate Specific Antigen, Total - Medicare Screening

0070234 ... 01/09 Change
Prostate Specific Antigen, Total with Reflex to Free

PSA (Includes Free Percentage) 0080264 ............... 01/09 Change
Prostate Specific Antigen, Ultrasensitive 0098581 ....... 01/09 Change
Protein C & S Panel, Functional 0030182 ................... 05/09 Change
Protein C, Functional with Reflex to Protein C,

Total Antigen 0030041 ......ccoocovveiininiiiinieiiiccnne 11/09 Change
Protein Electrophoresis, CSF 0050590..........cccccceennee 08/09 Change

Protein Electrophoresis with Reflex to Immunofixation
Electrophoresis Monoclonal Protein Detection,
Quantitation & Characterization, IgA, IgG, &
IgM, Serum 0050658.........c.ccooeivenieineiiiieeneeees 08/09 Delete
Protein Electrophoresis with Reflex to Immunofixation
Electrophoresis Monoclonal Protein Detection,
Quantitation & Characterization, IgA, IgG, &
IgM, Serum 2002109.......cccoviininiiniiiicereenn 08/09 NEW
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Protein S, Free Antigen with Reflex to Protein S,

Total Antigen 2002269 ......cccccoovvireinennineenceeenne 11/09 NEW
Protein S, Functional 0030114.. 05/09 Change
Protein, Total, Urine 0020479................. 07/08 Change

Prothrombin (#2) G20210A Mutation 0056060........... 11/09 Change
Prothrombin (#2) G20210A Mutation 0056060........... 02/10 Change
Prothrombin Time with Reflex to PT 1:1 Mix

0030163 ...t 05/09 Change
Pseudocholinesterase, Dibucaine Inhibition

0020159 .. 11/08 Change
Psilocybin Metabolite Quantitation, Urine

0091122 .ot 07/08 Change
PTEN-Related Disorders (PTEN) Deletion/Duplication

2002726 ..o 02/10 NEW
PTEN-Related Disorders (PTEN) Sequencing

2002722 1o 02/10 NEW
PTEN-Related Disorders (PTEN) Sequencing and

Deletion/Duplication 2002470 .......ccccevevererenenenne 11/09 NEW

QuantiFERON®-TB Gold in Tube 0051729
QuantiFERON®-TB Gold in Tube & Mycobacterium

09/08 NEW

tuberculosis Antibody, IgG 2001627 .........ccccvvueneeenn. 05/09 NEW
QuantiFERON®-TB Gold (Local Clients Only)

0051231 i 11/09 Delete
Quinine, Serum or Plasma 0091572 ... 07/08 Change
Quinine, Urine 0091227......c.cccovvvivveieiennnne 07/08 Change
Raji Cell Immune Complex Assay 0050302................. 05/09 Change
RASAI-Related Disorders (RASA1) Sequencing

2002730 . 02/10 NEW
Renal Function Panel

0020144 ... 05/09 Change
Renin Activity 0070105 ......ccoveieiniininiiincecncenene 07/08 Change
Renin Activity 0070105 ...c..ccoveieiniiiiniiincneneeenene 02/10 Change
Renin, Direct 2001575 ....c.oooiiiiieieeieeeeeeceeeee e 05/09 NEW
Renin, Direct 2001575 ....ooiiiiiiieieieeieeeeeeeee 02/10 Change
Respiratory Mini Panel with HIN1 (2009) Typing

by RT-PCR 2002559.....ccccimiiiiiniiieeirieeceseeeeee 02/10 NEW
Respiratory Viruses DFA with Reflex to Respiratory

Virus Mini Panel by RT-PCR 2002565...........cccco....... 02/10 NEW
Respiratory Viruses DFA 0060289 ..........cccoccevvincennne 11/09 Change
Respiratory Viruses DFA with Reflex to Viral Culture

0060281 ..o 05/09 Change
Respiratory Viruses DFA with Reflex to Viral Culture

0060281 ..o 11/09 Change
Respiratory Viruses Rapid Culture 2001504 .................. 05/09 NEW
Respiratory Viruses Rapid Culture 2001504 ............... 11/09 Change
Respiratory Virus Mini Panel by RT-PCR 0060764 .....08/09 Change
Reticulin Antibody, IgG 0098878.......cccovevveirincenns 08/09 Change
Rett Syndrome (MECP2), Deletion and Duplication

00516018 ... 09/08 Change
Rett Syndrome (MECP2), Deletion and Duplication

00516018 ... 02/10 Change
Rett Syndrome (MECP2), Full Gene Analysis

00516014 ..o 09/08 Change
Rett Syndrome (MECP2), Full Gene Analysis

00516014 ..o 02/10 Change
Rett Syndrome (MECP2), Full Gene Sequencing

0051378 ..o 09/08 Change

Rett Syndrome (MECP2), Full Gene Sequencing
0051378 ettt 02/10 Change
RhCc Antigen (RHCE) Genotyping 0050421 .... ....09/08 Change

RhCc Antigen (RHCE) Genotyping 0050421 .... ....08/09 Change
RhCc Antigen (RHCE) Genotyping 0050421 ..... ....02/10 Change
RhD Antigen (RhD) Genotyping 0051368 ................... 08/09 Change
RhD Antigen (RhD) Genotyping 0051368 ................... 02/10 Change
RhEe Antigen (RHCE) Genotyping 0050423 .... ....09/08 Change
RhEe Antigen (RHCE) Genotyping 0050423 .... ....08/09 Change
RhEe Antigen (RHCE) Genotyping 0050423 ............... 02/10 Change
Rickettsia rickettsii (Rocky Mountain Spotted Fever)

Antibodies, IgG & IgM by IFA 0050371................. 08/09 Change
Rickettsia rickettsii (Rocky Mountain Spotted Fever)

Antibodies, IgG & IgM by IFA 0050371................. 11/09 Change
Rickettsia rickettsii (Rocky Mountain Spotted Fever)

Antibodies, IgG 0050369 ........ceoevvevienerininieenene 11/09 Change
Rickettsia rickettsii (Rocky Mountain Spotted Fever)

Antibodies, IgM 0050372......cccevvevievierienieneneeeenns 11/09 Change
RNA Polymerase 111 Antibody, IgG 2001601 ................. 05/09 NEW
Rubella Antibody, IgG 0050771 ..c.oovvevvirierrnns ....01/09 Change
S-100B Protein, Serum 0081328 ..........cccvvvvvvvveeeeennen. 05/09 Delete
S-100B Protein, Serum 2001766 .........cccovvrrereirenieeeenne 05/09 NEW
S-100B Protein, Serum 2001766 ...........cccvveevveennnannn... 08/09 Change
Saccharomyces cerevisiae Antibodies, I1gG & IgA

0050564 ......oovimiiiriiieincieee e 11/09 Change
Salmonella typhi Antibodies 0093185 ........cccccoveuvnnnnnn 05/09 Delete
Salmonella typhi Antibodies 2001586...........cccevueenennne. 05/09 NEW
Salmonella typhi Antibodies 2001586...........ccooeenee 11/09 Change
SARS Associated Coronavirus by RT-PCR

0000032 ...t 08/09 Change
Selenium, Serum 0025023 ........c..oovviievieeieeeieeeeeeeee 11/08 Change
Selenium, Serum 0025023 ........c..oovvieeieeiieeeeeeeeeeeeee. 08/09 Change
Selenium, Urine 0025067 .......ccoeeveveeieeeeceeeeeeeeeeeennen 05/09 Change
Selenium, Urine 0025067 .......ccoeeveveeeeeeieeeeeeeeeeeennen 08/09 Change
Serotonin Release Assay Heparin Dependent Platelet

Antibody 0093196 .....cc.ooiviviiieieieieeeeeeeen 09/08 Change
Serotonin Release Assay Heparin Dependent Platelet

Antibody 0093196 .....ccovieeieieieieieeeeeeeeeee 05/09 Change
Sertraline 0098745 .....ocvovirieieieieeeeee e 05/09 Change
Sertraline 0098745 .....coovieiiieieeeeee, ....11/09 Change
Signal Recognition Particle (SRP) 2002098.................... 11/09 NEW
Sirolimus 0098467 ......c.ocevieieieieieieieee e 05/09 Change
SMAD4 (MADH4) Full Gene Sequencing

0051510 i 09/08 Change
Sodium, Fecal 0020379 ... ....11/09 Change
Soluble CD30 2001573 ..o 05/09 NEW
Soluble CD30 2001573 ..c..coieiieiieenene ....08/09 Change
Soluble Transferrin Receptor 0070283 .........cccocevveeneee 05/09 Change
sp100 Antibody, IgG 0051625 .......ccoeieieieiieeeeeeeeene 02/10 Change
Staphylococcus Culture 0060124.............cccceueee. ....09/08 Change
Staphylococcus Surveillance Culture 0060124............. 11/08 Change
Streptococcus pneumoniae Antibodies, IgG

(14 serotypes) 0050725 .....ooieieieieieiereeeeeeeeiene 05/09 Change
Streptococcus Group B by PCR 0060705..................... 11/09 Change
Substance P, EIA 0098275 ......cccovevieineininciniennn 02/10 Change
Sulfate, Urine 0081102 ......c.coeeieieieieieieeieeeeeeeeiene 09/08 Change
Sulfate, Urine 0081102 .... ....11/08 Change
Sulfate, Urine 0081102 ......ccoeevvveiiieieeieeeieeeeeeeeeeeeee 08/09 Change
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Tay-Sachs (HEXA) 7 Mutations 0051428.............c....... 05/09 Change
Tay-Sachs (HEXA) 7 Mutations 0051428.............c....... 02/10 Change
Tay-Sachs (HEXA) 7 Mutations, Fetal 0051429........... 09/08 Change
Tay-Sachs (HEXA) 7 Mutations, Fetal 0051429........... 05/09 Change
Tay-Sachs (HEXA) 7 Mutations, Fetal 0051429........... 02/10 Change
TEL-AMLI, t(12;21) Translocation by RT-PCR

0056008 ......ooviieiiriiieienecieee et 11/09 Change
Tellurium, Urine 0025009.........cceoveievierienienenereeenen 05/09 Change
Tellurium, Urine 0025009.........cceoveieienienienenerieeenen 08/09 Change
Testosterone, Adult Male 0070130 ......cc.ocovveveeveeeeneeenns 11/09 Change

Testosterone, Bioavailable & Sex Hormone Binding

Globulin (Includes Total Testosterone),

Adult Male 0070102........cccoiviviiiiiiiiiiinceene 11/09 Change
Testosterone, Bioavailable & Sex Hormone Binding

Globulin (Includes Total Testosterone),

Females or Children 0081057.........ccevveverienieninnene 05/09 Change
Testosterone, Bioavailable & Sex Hormone Binding

Globulin (Includes Total Testosterone),

Females or Children 0081057................... .... 11/09 Change
Testosterone, Females or Children 0081058................ 08/09 Change
Testosterone, Females or Children 0081058................ 11/09 Change
Testosterone, Females or Children 0081058................. 02/10 Change
Testosterone, Free & Total (Includes Sex Hormone

Binding Globulin), Adult Male 0070102................ 11/09 Change
Testosterone, Free & Total (Includes Sex Hormone

Binding Globulin), Adult Male 0070109................. 11/09 Change

Testosterone, Free & Total (Includes Sex Hormone

Binding Globulin), Females or Children

0081056 ...ttt 05/09 Change
Testosterone, Free & Total (Includes Sex Hormone

Binding Globulin), Females or Children

0081056 ...t 11/09 Change
Testosterone Free, Adult Male

0070111 e 11/09 Change
Testosterone Free, Females or Children

0081059 .. 05/09 Change
Testosterone Free, Females or Children

0081059 .. 11/09 Change
Thallium, Urine 0025019......cccoovivirieieieierereeeeneen 05/09 Change

Thallium, Urine 0025019.................
Thallium, Whole Blood 0099610
Thanatophoric Dysplasia, Types I and II (FGFR3)

08/09 Change
08/09 Change

13 Mutations 0051506 ........cccecvveeieierienienieneneeene 09/08 Change
Thanatophoric Dysplasia, Types 1 & 2 (FGFR3)

13 Mutations 0051506 ........cccccveeeieierieneneneneeenne 11/09 Change
Thanatophoric Dysplasia, Types 1 & 2 (FGFR3)

13 Mutations 0051506 ........cccccveeevieiereneneneneeienne 02/10 Change
Thanatophoric Dysplasia, Types 1 & 2 (FGFR3)

13 Mutations, Fetal 0051508 ..........cceoverieveninennene 09/08 Change

Thanatophoric Dysplasia, Types 1 & 2 (FGFR3)

13 Mutations, Fetal 0051508........................
Thiopurine Methyltransferase, RBC 0092066
Thiopurine Methyltransferase, RBC 0092066

11/09 Change
07/08 Change
11/08 Change

Thiopurine Methyltransferase, RBC 0092066.............. 01/09 Change
Thiopurine Methyltransferase, RBC 0092066.............. 08/09 Change
Thrombin Time with Reflex to Thrombin Time 1:1 Mix

0030260 ....evieiieiieieieeieeeeeeee e 11/09 Change

Thrombotic Risk (Acquired) Reflexive Panel

0030268 ..ottt 09/08 Change

Thrombotic Risk (Acquired) Reflexive Panel
00302068 ...t 05/09 Change
Thrombotic Risk, Inherited Etiologies (Uncommon)

0030177 ettt 07/08 Change
Thrombotic Risk, Inherited Etiologies (Most Common)

With Reflex to Factor V Leiden 0030133................ 05/09 Change
Thrombotic Risk, Inherited Etiologies (Most Common)

With Reflex to Factor V Leiden 0030133................ 02/10 Change
Thrombotic Risk, Inherited Etiologies (Uncommon)

0030177 i 05/09 Change
Thrombotic Risk, Inherited Etiologies (Most Common)

with Reflex to Factor V Leiden 0030133 ................ 07/08 Change
Thrombotic Risk, Inherited Etiologies (Most Common)

with Reflex to Factor V Leiden 0030133 ................ 09/08 Change
Thrombotic Risk, Inherited Etiologies (Most Common)

with Reflex to Factor V Leiden 0030133 ................ 11/08 Change
Thrombotic Risk, Inherited Etiologies (Uncommon)

0030177 i 09/08 Change
Thrombotic Risk, Inherited Etiologies (Uncommon)

0030177 i 11/08 Change
Thyroglobulin Antibody 0050105.........ccccooeineneennns 05/09 Change
Thyroglobulin, Fine Needle Aspiration (FNA)

0020753 ..o 01/09 Change
Thyroglobulin, Fine Needle Aspiration (FNA)

0020753 ..o 07/08 NEW
Thyroglobulin, Fine Needle Aspiration (FNA)

0020753 ..o 11/09 Change
Thyroglobulin, Serum or Plasma 0070421 .. ....07/08 Change
Thyroid Antibodies 0050645 ...........cccocevivineenenccnnns 05/09 Change
Thyroid Panel 0070141 .......cccccovviniiiniininciicccne 11/09 Change
Thyroid Peroxidase (7P0O) Antibody 0050075.............. 05/09 Change
Thyroid Releasing Hormone (7RH) Stimulation of

Prolactin, 0 Minutes 0070116.........cccecveverirerennnne 11/08 Change
Thyroid Stimulating Hormone Receptor Antibody (TRAb)

0070144 ... 02/10 Delete
Thyroid Stimulating Hormone Receptor Antibody (TRAb)

2002734 .o e 02/10 NEW
Thyroid Stimulating Hormone Receptor Antibody (TRAb)

3rd Generation 0070267 .......cccoeeevevevienierenerienienne 11/08 Change
Thyroid Stimulating Hormone 3rd Generation

0070225 ..ottt 09/08 Change
Thyroid Stimulating Hormone 3rd Generation

0070267 .ttt 02/10 Change
Thyroid Stimulating Hormone 0070145 ....09/08 Change
Thyroxine Binding Globulin 0070410..........cccccceveennee 05/09 Change
Thyroxine, Free by Equilibrium Dialysis/HPLC-

Tandem Mass Spectrometry 0093244 ..................... 02/10 Change

Tissue Transglutaminase Antibody, IgA 0097709 ........ 11/08 Change
Tocainide Quantitation, Serum or Plasma

0091112, e 07/08 Change
Toll-Like Receptor Function Assay 0051589 ............... 11/09 Change
TORCH Antibodies, IgG 0050772.......cccevenveeneneennns 01/09 Change

Toxoplasma gondii Antibody, 1gG 0050770 ... ....01/09 Change
Toxoplasma gondii Antibody, IgM 0050557...... ....07/08 Change
Toxoplasma gondii Antibody, IgM 0050557 ................ 05/09 Change
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Toxoplasma gondii by PCR

00555971 i 05/09 Change
Toxoplasma gondii by PCR 0055591.......cccceovveurenrnnnne. 08/09 Change
Tramadol & Metabolites - Confirmation/Quantitation -

Serum or Plasma 2002764 ..........cccovevenininieieeenene 02/10 NEW
Tramadol & Metabolites - Confirmation/Quantitation -

UTing 2002736 ...eovevieveieieeieieieieeeeee e 02/10 NEW
Transplantation (ImmuKnow®) Immune Cell Function

ASSAY 0051272 e 11/09 Change
Treponema pallidum (VDRL), Serum with Reflex to

Titer 0093093.....cciiieieiieiieeteeee et 11/08 Change
Treponema pallidum (VDRL), Cerebrospinal Fluid with

Reflex to Titer 0050206 ........cccoevveeeveenienieriirierieenenne 11/08 Change

Trifluoperazine, Serum or Plasma 0091354...
Trifluoperazine, Serum or Plasma 0091354...

..... 07/08 Change
..... 08/09 Change

Triiodothyronine, Free (Free T3) 0070133 ................... 11/09 Change
Trimipramine & Metabolite Quantitation, Serum or

Plasma 0091107 .....ccvevveriieiieieieieieieieee e 07/08 Change
Tropheryma whipplei DNA, Qualitative RT PCR

2002093 ... 11/09 NEW
Troponin T 0098803 .......cceeveviiririeieieieie e 02/10 Change
Trypsin-Like Immunoreactivity 0070003 ..................... 11/09 Change

Tumor Necrosis Factor - alpha 0051539........
Twin Zygosity Testing 0050547....

............ 05/09 Change
............ 09/08 Change

Twin Zygosity Testing 0050547.......cccccoveinirnvencrnnens 11/09 Change
Twin Zygosity Testing 0050547.......ccccceveverenenenennnn 02/10 Change
UDP Glucuronosyltransferase 1A1 (UGTIAI)

Genotyping 0051332 ..o 09/08 Change
UDP Glucuronosyltransferase 1A1 (UGTIAI)

Genotyping 0051332 ..ot 11/09 Change
UDP Glucuronosyltransferase 1A1 (UGTIAI)

Genotyping 0051332 ...ooviiioiiieieieieeeeee e 02/10 Change
Ureaplasma urealyticum & Mycoplasma hominis Culture

0065031 ..ot 11/08 Change
Urine Supersaturation Profile 0081145.........c..ccccceneee 02/10 Change

UroVysion™ 8100600 ........ccceoererieieieieieneeeeeenne 01/09 Change
UroVysion™ FISH 8100600...........cccevvevenrenenrieriennne. 11/09 Change
Vanadium Quantitation, Urine 0091592 ....................... 11/09 Change
Vancomycin, Trough Level 0090330.........ccccceeuvenennenee. 11/09 Change

Varicella-Zoster Virus & Herpes Simplex Virus DFA
with Reflex toVaricella-Zoster Virus Culture &

Herpes Simplex Virus Culture 0060283................. 05/09 Change
Varicella Zoster Virus by PCR

0000042 ..o 05/09 Change
Varicella-Zoster Virus by PCR 0060042....................... 08/09 Change
Varicella-Zoster Virus DFA with Reflex to

Varicella-Zoster Virus Culture 0060282 ............ 05/09 Change
Venlafaxine, Serum or Plasma 0090832........................ 07/08 Change
Venlafaxine, Serum or Plasma 0090832........................ 08/09 Change
Very Long-Chain Acyl-CoA Dehydrogenase

Deficiency (ACADVL) Sequencing 2002001 ............. 08/09 NEW
Very Long Chain Fatty Acids 0099658...........cccoeenee 09/08 Change
Virilization Panel 2002028 ...........ccoooveievienenieneeieeene 08/09 NEW
Virilization Panel 1 2002028 ..........cccevvevierieneniieienene. 11/09 Change
Virilization Panel 2 2002281 .......cccoovieievienieiieeeeeeee 11/09 NEW
Vitamin A (Retinol), Serum or Plasma 0080525 .......... 05/09 Change
Vitamin B1 (Thiamine), Plasma 0080389 .................... 11/08 Change
Vitamin B2 (Riboflavin) 0081123........ccccovevenrinenne 01/09 Change

Vitamin B2 (Riboflavin) 0081123.........cccccvevvvincennns 11/09 Change
Vitamin D, 25-Hydroxy 0080379 .......ccccccoveriinccenncns 11/08 Change
Vitamin D, 25-Hydroxy 0080379 ..... ....05/09 Change
Vitamin D, 25-Hydroxy 0080379 .......cccccoveveincenncns 02/10 Change
Vitamin D, 25-Hydroxy by RIA 0070277 ........cccccccne. 02/10 Change
Vitamin E, Serum or Plasma 0080521 ..........cccccoeueeneee. 05/09 Change
Voltage-Gated Calcium Channel (V'GCC) Antibody

0092628 ...t 09/08 Change
von Willebrand Factor Activity (Ristocetin Cofactor)

0030250 ... 05/09 Change
von Willebrand Factor Antigen 0030285...........ccccue. 05/09 Change
von Willebrand Modified Panel

0030284 ...t 05/09 Change
von Willebrand Multimeric Panel

0030002 ...t 05/09 Change
von Willebrand Multimeric Panel

0030002 ...ttt 08/09 Change
von Willebrand Panel 0030125.........cccevveieneniieninnne. 05/09 Change
Warfarin Sensitivity (CYP2C9 & VKORCI)

3 Mutations 0051370 .....cccoeieievieieienieeeeeeeeeenene 05/09 Change
Warfarin Sensitivity (CYP2C9 & VKORCI)

3 Mutations 0051370 ......cccooieieiieieieieeeeeeeeeeene 08/09 Change
Warfarin Sensitivity (CYP2C9 & VKORCI) 3

Mutations 0051370 .....cc.ccoverrinirinineincenereeenene 09/08 Change
Warfarin Sensitivity (CYP2C9 & VKORCI) 3

Mutations 0051370 .....cc.ccvereinirininiinicenereeeeene 02/10 Change
Western Equine Encephalitis Antibody, IgG by IFA,

Serum 0050514 .....coveiriiiiiniiicccceceee 05/09 Change
West Nile Virus RNA by RT-PCR 0050229.................. 08/09 Change
Xylose Absorption Test (Child) 0020612 .... ....11/08 Change
Y Chromosome Microdeletion 2001778..........ccccoveenene 08/09 NEW
Yeast Culture 0060150........cccoviriririeieieiereeeeeee 05/09 Change
Yeast Culture 0060150........cccoviriririeieieeeeeeeee 11/09 Change
Zine, Serum 0020097 .......cooviriiirieieieeeeeeeee e 11/08 Change
Zine, Urine 0020462 ........coevirierinieieieieieseeieeeeeeenes 05/09 Change

Zinc Protoporphyrin (ZPP), Whole Blood 0020605.....11/09 Change
Zinc Protoporphyrin (ZPP), Whole Blood Industrial

0020614 ... 11/09 Change
Ziprasidone (Geodon®), Serum or Plasma
0091519 it 07/08 Change
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Test Mix Addendum Audit Legend

Column A - TEST ID

This column contains ARUP test numbers for the different types of testing procedures
(See Column C below). In ARUP’s Test Directory, test numbers are 7 digits long and in
most cases have two leading zeros. It is suggested that you do not use the leading
zeros. The leading zeros are not included in the audit even though they are in the ARUP
Laboratory Test Directory. If leading zeros are used, they need to be used consistently.

Column B - TEST NAME
This column contains the Test Description.

Column C - PARENT ID
If an assay is a member of a Group test, this column provides that Group test number
or Parent ID. This is the order-only number for the Group assay.

Column D - TEST TYPE
O = ORDER CODE
R =RESULT CODE
P = PROMPT Tests, also known as “ask at order entry” questions transmitted to
ARUP.

Column E - REFLEXIVE
This flag indicates the tests that may have further testing performed automatically
based on results of initial testing.

Column F - CAT. A/ B Shipping Guidelines

This column indicates the infectious nature of the assay and the Specimen Transport
requirements as defined in the ARUP Laboratory Test Directory for Infectious Substance,
Category A; Biological Substance, Category B; and Human Exempt specimens. (This
information is used to help create separate specimen packing lists for specimens that
must be shipped using alternative methods)

Column G - SHIP TEMP
This column indicates the required shipping temperature of each assay. (Each
temperature should have a unique specimen packing list)

Column H - SPECIMEN REQUIREMENTS (Available on the online Test Mix only)

This column details the preferred specimen for each assay (Refer to individual test
entry in the Hot Line for specific specimen Requirements - Specimen Requirments
column is not displayed in this report)

Column I - UNITS OF MEASURE
This column provides the units of measure for each result assay or prompt.

Column J - MAX NUMERIC MAP
Maximum numeric map that will be transmitted in the result field.

Column K - MIN NUMERIC MAP
Minimum numeric map that will be transmitted in the result field.

Column M - CPT CODES

CPT (Current Procedural Terminology) codes are numbers assigned to every task and
service a medical practitioner may provide to a patient including medical, surgical and
diagnostic services. (Refer to the individual test entry for tests with multiple codes).
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51266 Achondroplasia (FGFR3) 2 Mutations O Refrigerated Multi
2001290 | AD PCR Specimen 51266 P
51267 Achondroplasia PCR 51266 R
2002582 Aldosterone & Renin, Direct with Ratio (0] Frozen
70015 Aldosterone 2002582 R 82088
2001576 | Direct Renin 2002582 R
2002583 Aldosterone Direct Renin Calculation 2002582 R
2002647 | ALL Panel by FISH, Adult (¢} Ambient
2002648 ALL Panel by FISH, Adult 2002647 R
2002649 | EER ALL Panel by FISH, Adult 2002647 R
2002719 ALL Panel by FISH, Pediatric (0] Ambient
2002720 EER ALL Panel by FISH, Pediatric 2002719 R
2002721 ALL Panel by FISH, Pediatric 2002719 R
51495 Alpha Thalassemia, Gene Deletions (6] Refrigerated Multi
2001293 | ALPHA THAL Specimen 51495 P
51501 Alpha Thalassemia, Gene Deletions 51495 R
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51256 Alpha-1-Antitrypsin Genotype O] Y Refrigerated Multi
2001289 A1A GENO Specimen 51256 P
50001 Alpha-1-Antitrypsin 51256 R 82103
51259 Alpha 1 Antitrypsin S Allele 51256 R
51260 Alpha 1 Antitrypsin Z Allele 51256 R
51261 Alpha 1 Antitrypsin SZ Interpretation 51256 R Multi
89005 Alpha-1-Antitrypsin Phenotype 51256 R 82104
51710 Alport Syndrome (COL4AS5) 3 Mutations (6] Refrigerated Multi
2001294 | ALPORT Specimen 51710 P
51711 Alport Syndrome (COL4AS5), C1564S 51710 R
51712 Alport Syndrome (COL4A5), L1649R 51710 R
51713 Alport Syndrome (COL4AS), R1677Q 51710 R
51714 Alport Syndrome (COL4AS), Interpretation 51710 R
51786 Alport Syndrome (COL4AS5) Sequencing (0] Refrigerated Multi
2001337 | ALPORT FGS Specimen 51786 P
51787 Alport Syndrome (COL4A5) Sequencing 51786 R
2002653 AML with MDS, Therapy-Related AML, FISH (6] Ambient
2002654 | AML with MDS, Therapy-Related AML, FISH 2002653 R
2002655 EER AML with MDS, Therapy-Rltd AML, FISH 2002653 R
51113 Angelman Syndrome O Refrigerated Multi
2001296 | ANGEL Specimen 51113 P
51114 Angelman Syndrome 51113 R
50392 Ankylosing Spondylitis (HLAB27) (0] Refrigerated Multi
2001317 HLAB27 PCR Specimen 50392 P
50406 Ankylosing Spondylitis (HLAB27) 50392 R
2002742 Buprenorphine and Metabolites, Ser/Pla (6] Refrigerated
2002743 Norbuprenorphine, Serum/Plasma 2002742 R ng/mL XXXXX XX
2002744 | Buprenorphine Glucuronide, Serum/Plasma 2002742 R
2002745 Buprenorphine, Serum or Plasma 2002742 R ng/mL XXXXX XX
2002746 | Norbuprenorphine Glucoronide, Serum/Plas 2002742 R
2002749 Buprenorphine and Metabolites, Urine (6] Ambient
2002750 | Norbuprenorphine, Urine 2002749 R ng/mL XXXXX XX
2002751 Buprenorphine Glucoronide, Urine 2002749 R
2002752 Buprenorphine, Urine 2002749 R ng/mL XXXXX XX
2002753 | Norbuprenorphine Glucuronide, Urine 2002749 R
51453 Canavan (ASPA) 4 Mutations O Refrigerated Multi
2001299 | ASPA Specimen 51453 P
51455 ASPA Gene Allele 1 51453 R
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51456 ASPA Gene Allele 2 51453 R
51457 Canavan (ASPA) 4 Mutation Interpretation 51453 R
51454 Canavan (ASPA) 4 Mutations, Fetal (0] Ambient Multi
51773 ASPA FE Specimen 51454 P
50548 Maternal Cell Contam, Fetal Sample 51454 R
50612 Maternal Specimen 51454 R
51455 ASPA Gene Allele 1 51454 R
51456 ASPA Gene Allele 2 51454 R
51457 Canavan (ASPA) 4 Mutation Interpretation 51454 R
51682 Carnitine Deficiency, Full Gene Sequence (6] Refrigerated Multi
2001371 | PCD FGS Specimen 51682 P
51681 Carnitine Deficiency, Full Gene Sequence 51682 R
51383 Connexin 26 (GJB2), 35delG Mutation (6] Refrigerated Multi
2001303 | CX 35DELG Specimen 51383 P
51383 Connexin 26 (GJB2), 35delG Mutation 51383 R Multi
51374 Connexin 26, Full Gene Sequencing (0] Refrigerated Multi
2001348 | CX26SEQ Specimen 51374 P
51375 Connexin 26, Full Gene Sequencing 51374 R
56003 Cystic Fibrosis (CFTR) ST Mutation (6] Refrigerated Multi
2001360 | IVS-8 Specimen 56003 P
56003 Cystic Fibrosis (CFTR) 5T Mutation 56003 R Multi
51110 Cystic Fibrosis (CFTR) Sequencing (6] Refrigerated Multi
2001345 | CF CFTR Specimen 51110 P
S1111 Cystic Fibrosis (CFTR) Sequencing 51110 R
56006 Cystic Fibrosis Cis-Trans (0] Refrigerated Multi
51151 Cystic Fibrosis Symptom 56006 P
2001363 | CFCIS-TRAN Specimen 56006 P
56006 Cystic Fibrosis, Cis-Trans 56006 R Multi
51642 Cystic Fibrosis Deletion/Duplication (@) Refrigerated Multi
2001347 CFTRDELDUP Specimen 51642 P
51643 Cystic Fibrosis Deletion/Duplication 51642 R
50098 Cystic Fibrosis, 3199del6 Only (6] Refrigerated Multi
2001301 CF3199DEL6 Specimen 50098 P
50098 Cystic Fibrosis, 3199del6 Only 50098 R Multi
51104 Cytochrome P450, 2C19 (6] Refrigerated Multi
2001305 | CYP2C19 Specimen 51104 P
51239 CYP2C19 Allele 1 51104 R
51240 CYP2C19 Allele 2 51104 R
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51411 CYP2C19 Gene Mutation Interpretation 51104 R
51103 Cytochrome P450, 2C9 (6] Refrigerated Multi
2001306 | CYP 2C9 Specimen 51103 P
51237 CYP2C9 Allele 1 51103 R
51238 CYP2C9 Allele 2 51103 R
51413 CYP2C9 Gene Mutation Interpretation 51103 R
51232 Cytochrome P450, 2D6 O Refrigerated Multi
2001304 CYP 2D6 Specimen 51232 P
51512 CYP2D6 Predicted Phenotype 51232 R
51513 CYP2D6 Variant 51232 R
51514 CYP2D6 Variant 51232 R
51515 CYP2D6 Variant 51232 R
51516 CYP2D6 Variant 51232 R
51463 Dysautonomia, Familial 2 Mutations (0] Refrigerated Multi
2001327 IKBKAP Specimen 51463 P
51465 IKBKAP Gene Allele 1 51463 R
51466 IKBKAP Gene Allele 2 51463 R
51467 Familial Dysautonomia Interpretation 51463 R
97720 Factor V Leiden (F5) R506Q Mutation (6] Refrigerated Multi
2001387 FACV Specimen 97720 P
97720 Factor V Leiden (F5) R506Q Mutation 97720 R Multi
2002658 Familial Mediterranean Fever (MEFV) Seq (6] Refrigerated
2002659 | FMF FGS Specimen 2002658 P
2002660 Familial Mediterranean Fever (MEFV) Int 2002658 R
51468 Fanconi Anemia Group C (0] Refrigerated Multi
2001309 | FANCC Specimen 51468 P
51470 FANCC Gene Alllele 1 51468 R
51472 Fanconi Anemia Group C Interpretation 51468 R
51474 FANCC Gene Allele 2 51468 R
2002716 | FOXL2 Mutation Detection O
2002148 | Block ID 2002716 R
2002718 | FOXL2 Mutation Detection by PCR 2002716 R
40011 Fragile X (FMR1) Diagnostic O|Y Ambient Multi
2001310 | FRAG X Specimen 40011 P
50556 Fragile X Allele 1 40011 R
50558 Fragile X Allelle 2 40011 R
50559 Fragile X Methylation Pattern 40011 R
50579 Fragile X Interpretation 40011 R
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2002662 | Freeman-Sheldon Syn (MYH3) Seq Exon 17 (6] Refrigerated
2002663 | FSS SEQ Specimen 2002662 P
2002664 | Freeman-Sheldon Syndrome Interpretation 2002662 R
51684 G6PD Mutations, African Alleles (6] Refrigerated Multi
2001311 G6PD AFRICA Specimen 51684 P
51671 G6PD Allele 1 51684 R
51679 G6PD Allele 2 51684 R
51687 G6PD Mutations Interpretation 51684 R
51346 Galactosemia (GALT) Sequencing (0] Refrigerated Multi
51177 Ethnicity 51346 P
51178 Symptoms of Galactosemia 51346 P
51179 Abnormal Newborn Screen 51346 P
51180 Family History of Galactosemia 51346 P
51181 Known Mutations of Galactosemia 51346 P
2001350 GALT FGA Specimen 51346 P
51345 Galactosemia (GALT) Sequencing 51346 R
51176 Galactosemia DNA Testing O Refrigerated Multi
51177 Ethnicity 51176 P
51178 Symptoms of Galactosemia 51176 P
51180 Family History of Galactosemia 51176 P
51181 Known Mutations of Galactosemia 51176 P
2001351 GALTDNA Specimen 51176 P
51182 Galactosemia Allele 1 51176 R
51183 Galactosemia Allele 2 51176 R
51184 Galactosemia DNA Interpretation 51176 R
51270 Galactosemia DNA Testing, Fetal O Ambient Multi
51177 Ethnicity 51270 P
51178 Symptoms of Galactosemia 51270 P
51180 Family History of Galactosemia 51270 P
51181 Known Mutations of Galactosemia 51270 P
2001352 GALTDNA FE Specimen 51270 P
50548 Maternal Cell Contam, Fetal Sample 51270 R
50612 Maternal Specimen 51270 R
51182 Galactosemia Allele 1 51270 R
51183 Galactosemia Allele 2 51270 R
51184 Galactosemia DNA Interpretation 51270 R
2002674 Gastrointestinal Stromal Tumor Mutation O
2002148 | Block ID 2002674 R
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2002671 Exon 17 2002674 R
2002672 | Exon 18 2002674 R
2002673 GIST Interpretation 2002674 R
2002675 | CD117 2002674 R
2002677 | Exon9 2002674 R
2002678 Exon 11 2002674 R
2002679 | Exon 12 2002674 R
2002680 | Exon 13 2002674 R
51438 Gaucher (GBA) 8 Mutations (0] Refrigerated Multi
2001312 GBA Specimen 51438 P
51441 GBA Gene Allele 2 51438 R
51442 Gaucher Disease Interpretation 51438 R
51440 GBA Gene Allele 1 51438 R
2001510 Glutarylcarnitine Quantitative, Urine (0] Frozen 82017
2001511 Glutarylcarnitine, Urine 2001510 R mmol/mol CRT || XXX.X XX
2002778 Glutarylcarnitine, Urine Interpretation 2001510 R
40116 Haptoglobin by PCR and FRET (6] Refrigerated Multi
2001313 | HAPTO PCR Specimen 40116 P
40127 Haptoglobin by PCR and FRET 40116 R
55656 Hemochromatosis (HFE) 3 Mutations (6] Refrigerated Multi
2001316 | HFE PCR Specimen 55656 P
55606 H63D Hemochromatosis Mutation 55656 R
55608 C282Y Hemochromatosis Mutation 55656 R
55659 Hemochromatosis Mutation Interpretation 55656 R
55661 S65C Hemochromatosis Mutation 55656 R
51811 Hepatitis C Virus RNA Quantitative bDNA (6] 87522
51812 HCV RNA Quant bDNA Interp 51811 R
51823 HCV RNA Quant bDNA 51811 R log TU XX XX
2002645 HCV RNA Quant bDNA 51811 R IU/mL XXXXXXXXX | X
51348 HHT, Deletion and Duplication (0] Refrigerated Multi
2001354 | HHT DELDUP Specimen 51348 P
51347 HHT ENG 51348 R
51349 HHT ACVRLI1 51348 R
51387 HHT Deletion/Duplication Interpretation 51348 R
51381 HHT, Sequencing (0] Refrigerated Multi
2001357 HHT FGS Specimen 51381 P
51575 HHT, Sequencing 51381 R Multi
51382 HHT, Sequencing and Deletion/Duplication (6] Refrigerated Multi
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2001355 HHT FGA Specimen 51382 P
51350 HHT, Sequencing and Deletion/Duplication 51382 R
20466 HIV 1 RNA Quantitative by bDNA (0] 87536
20464 HIV-1 RNA Quant bDNA 20466 R log XX XX
51816 HIV-1 RNA Quant bDNA Interp 20466 R
2002687 HIV-1 RNA Quant bDNA 20466 R cpy/mL XXXXXXX X
55598 HIV-1 RNA Qnt By Real-Time PCR (0] 87536
20297 HIV-1 RNA Qnt Real-Time PCR 55598 R log XX XX
51817 HIV-1 RNA Qnt Real-Time PCR Interp 55598 R
2002646 | HIV-1 RNA Qnt Real-Time PCR 55598 R cpy/mL XXXXXXXX | X
2002801 HLA AB Oligotyping (6] Ambient
2002785 Class I, Locus B*, Allele 1 2002801 R
2002786 Class I, Locus B*, Allele 2 2002801 R
2002790 | Class I, Locus A*, Allele 1 2002801 R
2002791 Class I, Locus A*, Allele 2 2002801 R
2002848 HLA AB Oligotyping Interp 2002801 R
2002805 HLA Antibody Detection Assay O Frozen
95858 HLA Class I Antibody Screen Interp 2002805 R
2002804 | HLA Class I Antibody 2002805 R
2002810 HLA DQ Oligotyping O Ambient
2002811 Class II, Locus DQB, Allele 1 2002810 R
2002812 Class II, Locus DQB, Allele 2 2002810 R
2002813 HLA DQ Oligotyping Interp 2002810 R
2002795 HLA-A Sequence Based Typing (6] Ambient
2002790 | Class I, Locus A*, Allele 1 2002795 R
2002791 Class I, Locus A*, Allele 2 2002795 R
2002796 | EX Contact 2002795 R
2002806 HLA-BMT Evaluation O Ambient
95844 HLA BMT Evaluation 2002806 R Multi
2002780 | Class II, Locus DRB1*, Allele 1 2002806 R
2002781 Class II, Locus DRB1*, Allele 2 2002806 R
2002785 Class I, Locus B*, Allele 1 2002806 R
2002786 Class I, Locus B*, Allele 2 2002806 R
2002790 | Class I, Locus A*, Allele 1 2002806 R
2002791 Class I, Locus A*, Allele 2 2002806 R
2002807 HLA-C Oligotyping O Ambient
95716 HLA C Oligotyping Interp 2002807 R
2002808 Class I, Locus Cw, Allele 1 2002807 R
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2002809 Class I, Locus Cw, Allele 2 2002807 R
2002798 HLA-DR Oligotyping (6] Ambient
2002780 | Class II, Locus DRB1*, Allele 1 2002798 R
2002781 Class II, Locus DRB1*, Allele 2 2002798 R
2002847 | HLA DR Oligotyping Interp 2002798 R
91177 Hydrocarbon and Oxygenated Volatiles,S/P O Refrigerated 84600
91129 Ethyl Benzene 91177 R
91130 Styrene 91177 R
91131 Toluene 91177 R
91132 Xylenes O, M, P 91177 R
91133 n-Heptane 91177 R
91134 n-Hexane 91177 R
91135 Methylpentanes (2-and 3-Iso) 91177 R
91136 Pentane 91177 R
91137 n-Butanol 91177 R
91138 Ethanol 91177 R
91139 Isopropanol 91177 R mg/dL XXX X
91140 n-Propanol 91177 R
91141 Methanol 91177 R
91142 Acetaldehyde 91177 R
91143 Acetone 91177 R
91144 Methyl Ethyl Ketone 91177 R
91145 Methyl Isobutyl Ketone 91177 R
91146 Methyl n-Butyl Ketone 91177 R
91147 Ethyl Acetate 91177 R
91148 Diethyl Ether 91177 R
91149 Methyl Acrylate 91177 R
91150 Methyl Tertiary Butyl Ether 91177 R
51367 Hypochondroplasia O Refrigerated Multi
2001326 | HYPOCH Specimen 51367 P
51385 Hypochondroplasia Mutation 51367 R
51588 Interleukin 2 by MAFD (0] Frozen 83520
51588 Interleukin 2 by MAFD 51588 R pg/mL XXXX X 83520
51510 Juvenile Polyposis (SMAD4) Sequencing (0] Ambient Multi
2001377 | SMAD4 SEQ Specimen 51510 P
51509 Juvenile Polyposis (SMAD4) Sequencing 51510 R
2002695 KIT Mutations, Melanoma (6] Ambient and
refrigerated
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2002148 | Block ID 2002695 R
2002671 Exon 17 2002695 R
2002675 | CD117 2002695 R
2002677 | Exon9 2002695 R
2002678 | Exon 11 2002695 R
2002680 | Exon 13 2002695 R
2002694 MELAN Interpretation 2002695 R
2002701 Loeys-Dietz (TGFBR1, TGFBR2) Seq & DelDup (6] Refrigerated
2002702 | LDS FGA Specimen 2002701 P
2002703 Loeys-Dietz Syndrome Interpretation 2002701 R
2002697 Loeys-Dietz Syn (TGFBR1, TGFBR2) Del Dup O Refrigerated
2002698 | LDS DELDUP Specimen 2002697 P
2002699 Loeys-Dietz Syn (TGFBR1, TGFBR2) Del Dup 2002697 R
2002705 | Loeys-Dietz Syndrome Sequencing (0] Refrigerated
2002706 LDS FGS Specimen 2002705 P
2002707 Loeys-Dietz Syndrome Interpretation 2002705 R
2002650 | Lymphoma (Aggressive) Panel by FISH (6] Ambient
2002651 Lymphoma (Aggressive) Panel by FISH 2002650 R
2002652 EER Lymphoma (Aggressive) Panel by FISH 2002650 R
2002586 Macroscopic Parasite Identification O
2002587 | Macroscopic Parasite Identification 2002586 R
51674 Macular Degeneration, DNA Variants (6] Refrigerated Multi
2001295 | AMD Specimen 51674 P
51675 AMD Y402H Variant 51674 R
51676 AMD A69S Variant 51674 R
51677 Macular Degeneration Interpretation 51674 R
81062 Maternal Screening, INT-1 O Refrigerated 84163
80241 Estimated Due Date 81062 R
80917 Maternal Weight 81062 R Ibs XXX XX
80920 Maternal Screen Interpretation 81062 R
80926 Maternal Race 81062 R
80927 Number of Fetuses 81062 R
80932 Maternal Age At Delivery 81062 R yr XXX XXX
80938 Gestational Age (Exact) 81062 R weeks XXXX XXX
81065 Nuchal Translucency (NT) 81062 R mm XXX XXX
81066 Crown Rump Length 81062 R cm XXXX XXX
81067 Patient’s PAPP-A 81062 R mIU/L XXXXX X 84163
81068 MoM for PAPP-A 81062 R XX.XX XXX

Page 121




®
ARUPLABORATORIES

HOT LINE Effective February 16, 2010
Test Mix Addendum - Interface Clients Only

A B C D|E |F |G I J K M
-
£z o & g
2B g 5 g
g = 28w z £ E 2
g 2 s =|E|Z2 > z z S
81069 Sonographer Certification # 81062 R
81070 Sonographer Name 81062 R
81071 Ultrasound Date 81062 R
81074 MoM for NT 81062 R XX.XX XXX
81158 Previous Downs 81062 R
81331 Best date to draw sample #2 by 81062 R
2002854 EER Maternal Screening, INT-1 81062 R
81064 Maternal Screening, INT-2 (6] Refrigerated Multi
80021 Patient’s AFP 81064 R ng/mL XXXX X 82105
80241 Estimated Due Date 81064 R
80267 MoM for DIA 81064 R XX.XX XXX
80268 Patient’s DIA 81064 R pg/mL XXXX X 86336
80917 Maternal Weight 81064 R Ibs XXX XX
80918 MoM for AFP 81064 R XXXX XXX
80920 Maternal Screen Interpretation 81064 R
80924 Insulin Req Maternal Diabetes 81064 R
80925 Family Hx Neural Tube Defect 81064 R
80926 Maternal Race 81064 R
80927 Number of Fetuses 81064 R
80932 Maternal Age At Delivery 81064 R yr XXX XXX
80935 Patient’s hCG 81064 R TU/L XXXXXX X 84702
80937 MoM For hCG 81064 R XX.XX XXX
80938 Gestational Age (Exact) 81064 R weeks XX.XX XXX
80941 Patient’s uE3 81064 R ng/mL XXXXX XXX 82677
80943 MoM for uE3 81064 R XX.XX XXX
81065 Nuchal Translucency (NT) 81064 R mm XXX XXX
81066 Crown Rump Length 81064 R cm XXXX XXX
81067 Patient’s PAPP-A 81064 R mIU/L XXXXX X 84163
81068 MoM for PAPP-A 81064 R XX.XX XXX
81069 Sonographer Certification # 81064 R
81070 Sonographer Name 81064 R
81071 Ultrasound Date 81064 R
81074 MoM for NT 81064 R XXXX XXX
2002855 EER Maternal Screening, INT-2 81064 R
81293 Maternal Screening, Sequential, Spec 1 (6] Refrigerated Multi
80241 Estimated Due Date 81293 R
80917 Maternal Weight 81293 R Ibs XXX XX
80920 Maternal Screen Interpretation 81293 R
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80926 Maternal Race 81293 R
80927 Number of Fetuses 81293 R
80932 Maternal Age At Delivery 81293 R yr XXX XXX
80935 Patient’s hCG 81293 R IU/L XXXXXX X 84702
80937 MoM For hCG 81293 R XX.XX XXX
80938 Gestational Age (Exact) 81293 R weeks XX XX XXX
81065 Nuchal Translucency (NT) 81293 R mm XXX XXX
81066 Crown Rump Length 81293 R cm XXXX XXX
81067 Patient’s PAPP-A 81293 R mlIU/L XXXXX X 84163
81068 MoM for PAPP-A 81293 R XXXX XXX
81069 Sonographer Certification # 81293 R
81070 Sonographer Name 81293 R
81071 Ultrasound Date 81293 R
81074 MoM for NT 81293 R XX.XX XXX
81158 Previous Downs 81293 R
81331 Best date to draw sample #2 by 81293 R
2002856 | EER Maternal Screening, Seq, Spec 1 81293 R
81294 Maternal Screening, Sequential, Spec 2 O Refrigerated Multi
80021 Patient’s AFP 81294 R ng/mL XXXX X 82105
80241 Estimated Due Date 81294 R
80267 MoM for DIA 81294 R XX.XX XXX
80268 Patient’s DIA 81294 R pg/mL XXXX X 86336
80917 Maternal Weight 81294 R lbs XXX XX
80918 MoM for AFP 81294 R XXXX XXX
80920 Maternal Screen Interpretation 81294 R
80924 Insulin Req Maternal Diabetes 81294 R
80925 Family Hx Neural Tube Defect 81294 R
80926 Maternal Race 81294 R
80927 Number of Fetuses 81294 R
80932 Maternal Age At Delivery 81294 R yr XXX XXX
80935 Patient’s hCG 81294 R IU/L XXXXXX X 84702
80937 MoM For hCG 81294 R XX.XX XXX
80938 Gestational Age (Exact) 81294 R weeks XX XX XXX
80941 Patient’s uE3 81294 R ng/mL XXXXX XXX 82677
80943 MoM for uE3 81294 R XXXX XXX
81065 Nuchal Translucency (NT) 81294 R mm XXX XXX
81066 Crown Rump Length 81294 R cm XXXX XXX
81067 Patient’s PAPP-A 81294 R mlIU/L XXXXX X 84163
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81068 MoM for PAPP-A 81294 R XX.XX XXX
81069 Sonographer Certification # 81294 R
81070 Sonographer Name 81294 R
81071 Ultrasound Date 81294 R
81074 MoM for NT 81294 R XX.XX XXX
2002857 | EER Maternal Screening, Seq, Spec 2 81294 R
51758 MCAD Deficiency (ACADM) Sequencing O Refrigerated Multi
2001361 MCAD FGS Specimen 51758 P
51759 MCAD Deficiency (ACADM) Sequencing 51758 R
2002709 | MDS Panel by FISH (6] Ambient
2002710 | MDS Panel by FISH 2002709 R
2002711 EER MDS Panel by FISH 2002709 R
51492 MEN 2B, RET Gene Mutations (6] Refrigerated Multi
2001330 | MEN 2 B Specimen 51492 P
51493 MEN 2B, RET Gene Mutations 51492 R
51390 MEN2, RET Gene Sequencing O Refrigerated Multi
2001364 MEN2 SEQ Specimen 51390 P
51391 MEN2, RET Gene Sequencing 51390 R
2002756 | Meperidine and Metabolite, Serum/Plasma O Refrigerated
2002757 Normeperidine, Serum or Plasma 2002756 R
2002758 | Meperidine, Serum or Plasma 2002756 R ng/mL XXXXX XX
2002760 Meperidine and Metabolite, Urine O Ambient
2002761 Normeperidine, Urine 2002760 R
2002762 | Meperidine, Urine 2002760 R ng/mL XXXX.X XX
51286 Methotrexate by MTHFR Genotyping O Refrigerated Multi
2001332 MTX MTHFR Specimen 51286 P
55658 MTHFR Mutation: A1298C 51286 R
51287 Methotrexate by MTHFR Interpretation 51286 R
55657 MTHFR Mutation: C677T 51286 R
51740 Microsatellite Instability by PCR (6] Ambient Multi
2001370 MSI PCR Specimen 51740 P
51741 Microsatellite Marker BAT-25 51740 R
51742 Microsatellite Marker BAT-26 51740 R
51743 Microsatellite Marker MONO-27 51740 R
51744 Microsatellite Interpretation 51740 R
51745 Microsatellite Marker NR-21 51740 R
51746 Microsatellite Marker NR-24 51740 R
51650 MLHI1 Full Gene Analysis O Refrigerated Multi
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2001365 | MLHI FGA Specimen 51650 P
51651 MLHI Full Gene Analysis 51650 R
51755 Molar Pregnancy, 16 DNA Markers (0] Refrigerated Multi
2001366 MOL PREG Specimen 51755 P
51757 Molar Pregnancy, 16 DNA Markers 51755 R
2002715 | Monoclonal Protein and FLC, Serum O Refrigerated
50545 Total Protein-Electrophoresis 2002715 R 84160
50020 Albumin 2002715 R
50035 Alpha 1 Globulin 2002715 R
50060 Alpha 2 Globulin 2002715 R
50110 Beta Globulin 2002715 R
50270 Gamma 2002715 R
50271 Immunofixation 2002715 R 86334
50340 Immunoglobulin A, Serum 2002715 R 82784
50350 Immunoglobulin G 2002715 R 82784
50355 Immunoglobulin M 2002715 R 82784
55168 Kappa Qnt Free Light Chains 2002715 R 83883
55169 Lambda Qnt Free Light Chains 2002715 R 83883
55179 K:L Free Light Chain Ratio 2002715 R
51654 MSH2 HNPCC Sequencing and Del/Dup (@) Refrigerated Multi
2001367 | MSH2 FGA Specimen 51654 P
51653 MSH2 Full Gene Analysis 51654 R
51656 MSHG6 Full Gene Analysis (0] Refrigerated Multi
2001368 MSH6 FGA Specimen 51656 P
51657 MSHG6 Full Gene Analysis 51656 R
55655 MTHFR 2 Mutations O Refrigerated Multi
2001331 MTHFR PCR Specimen 55655 P
55657 MTHFR Mutation: C677T 55655 R
55658 MTHFR Mutation: A1298C 55655 R
55660 MTHEFR Interpretation 55655 R
51448 Mucolipidosis, Type IV O Refrigerated Multi
2001329 | MCOLNI Specimen 51448 P
51450 MCOLNI Gene Allele 1 51448 R
51451 MCOLNT1 Gene Allele 2 51448 R
51452 Mucolipidosis IV Interpretation 51448 R
2002792 Narcolepsy HLA DNA Panel O Ambient
95835 Narcolepsy HLA DNA Panel Interp 2002792 R Multi
2002793 | DRBI 15 2002792 R
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2002797 | DQBI1 0602 2002792 R
51458 Niemann-Pick, Type A (SMPD1) 4 Mutations (6] Refrigerated Multi
2001335 | SMPDI Specimen 51458 P
51460 SMPD1 Gene Allele 1 51458 R
51461 SMPD1 Gene Allele 2 51458 R
51462 Niemann-Pick Disease Interpretation 51458 R
2002043 NMR LipoProfile Test O Refrigerated
2001895 | Total Cholesterol 2002043 R
2001896 | LDL Particle Size 2002043 R
2001897 | Large HDL Particle Number 2002043 R
2001898 Large VLDL Particle Number 2002043 R
2001899 | Triglycerides 2002043 R
2001900 | HDL Cholesterol 2002043 R
2001901 | LDL Cholesterol 2002043 R
2002510 | HDL Size 2002043 R
2002511 VLDL Size 2002043 R
2002512 HDL Particle Number 2002043 R
2002513 LP Insulin Resistance Score 2002043 R
2001893 LDL Particle Number by NMR 2002043 R
2001894 | Small LDL Particle Number 2002043 R
51805 Noonan Syndrome (PTPN11) Sequencing (0] Refrigerated Multi
2001373 PTPNI11 FGS Specimen 51805 P
51806 Noonan Syndrome (PTPN11) Sequencing 51805 R
51309 Platelet Antigen 1 Genotyping (6] Refrigerated Multi
2001319 | HPA 1 Specimen 51309 P
51320 Platelet Antigen 1 Genotyping 51309 R
51321 HPA 1 Interpretation 51309 R
51314 Platelet Antigen 15 Genotyping O Refrigerated Multi
2001320 | HPA 15 Specimen 51314 P
51330 Platelet Antigen 15 Genotyping 51314 R
51331 HPA 15 Interpretation 51314 R
51310 Platelet Antigen 2 Genotyping (0] Refrigerated Multi
2001321 HPA 2 Specimen 51310 P
51322 Platelet Antigen 2 Genotyping 51310 R
51323 HPA 2 Interpretation 51310 R
51311 Platelet Antigen 3 Genotyping (0] Refrigerated Multi
2001322 HPA 3 Specimen 51311 P
51324 Platelet Antigen 3 Genotyping 51311 R
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51325 HPA 3 Interpretation 51311 R
51490 Platelet Antigen 4 Genotyping (6] Ambient Multi
2001323 | HPA 4 Specimen 51490 P
51489 Platelet Antigen 4 Genotyping 51490 R
51491 Platelet Antigen 4 Interpretation 51490 R
51312 Platelet Antigen 5 Genotyping O Refrigerated Multi
2001324 | HPA 5 Specimen 51312 P
51326 Platelet Antigen 5 Genotyping 51312 R
51327 HPA 5 Interpretation 51312 R
51313 Platelet Antigen 6 Genotyping (6] Refrigerated Multi
2001325 | HPA 6 Specimen 51313 P
51328 Platelet Antigen 6 Genotyping 51313 R
51329 HPA 6 Interpretation 51313 R
51308 Platelet Antigen Genotyping Panel (0] Refrigerated Multi
2001318 | HPA PAN Specimen 51308 P
51315 HPA Panel Interpretation 51308 R
51320 Platelet Antigen 1 Genotyping 51308 R
51322 Platelet Antigen 2 Genotyping 51308 R
51324 Platelet Antigen 3 Genotyping 51308 R
51326 Platelet Antigen 5 Genotyping 51308 R
51328 Platelet Antigen 6 Genotyping 51308 R
51330 Platelet Antigen 15 Genotyping 51308 R
51489 Platelet Antigen 4 Genotyping 51308 R
51737 PMS2 HNPCC Sequencing and Del/Dup (6] Refrigerated Multi
2001372 | PMS2 FGA Specimen 51737 P
51738 Lynch Syndrome (PMS2) Interpretation 51737 R
51116 Prader-Willi Syndrome O Refrigerated Multi
2001333 PRADER Specimen 51116 P
51117 Prader-Willi Syndrome 51116 R
51476 Primary Congenital Glaucoma, Sequencing (6] Refrigerated Multi
2001349 CYPIBI Specimen 51476 P
51475 Primary Congenital Glaucoma, Sequencing 51476 R
56060 Prothrombin (F2) G20210A Mutation (6] Refrigerated Multi
2001334 | PT PCR Specimen 56060 P
56060 Prothrombin (F2) G20210A Mutation 56060 R Multi
2002726 | PTEN-Related Disorders, Del/Dup (0] Refrigerated
2002727 PTENDELDUP Specimen 2002726 P
2002728 | PTEN-Related Disorders, Del/Dup 2002726 R
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2002722 | PTEN-Related Disorders, Sequencing (6] Refrigerated
2002723 | PTEN FGS Specimen 2002722 P
2002724 | PTEN-Related Disorders Interpretation 2002722 R
2002730 RASA1-Related Disorders Sequencing (6] Refrigerated
2002731 RASAL1 FGS Specimen 2002730 P
2002732 | RASA1-Related Disorders Interpretation 2002730 R
2002559 | Resp Panel with HIN1 (2009) by RT-PCR (¢} Multi
2002562 | HINI Source 2002559 P
2002561 HINI1 by PCR 2002559 R
2002591 RSV by PCR 2002559 R
2002592 Influenza B by PCR 2002559 R
2002593 | Influenza A by PCR 2002559 R
51618 Rett Syndrome, Deletion and Duplication (6] Refrigerated Multi
2001376 | RETTDELDUP Specimen 51618 P
51617 Rett Syndrome, Deletion and Duplication 51618 R
51614 Rett Syndrome, Full Gene Analysis (0] Refrigerated Multi
2001374 RETT FGA Specimen 51614 P
51613 Rett Syndrome, Full Gene Analysis 51614 R
51378 Rett Syndrome, Full Gene Sequencing (6] Refrigerated Multi
2001375 RETT FGS Specimen 51378 P
51379 Rett Syndrome, Full Gene Sequencing 51378 R
51428 Tay-Sachs (HEXA) 7 Mutations (6] Refrigerated Multi
2001315 | HEXA Specimen 51428 P
51430 HEXA Gene Allele 1 51428 R
51431 HEXA Gene Allele 2 51428 R
51432 Tay-Sachs Disease Interpretation 51428 R
51506 Thanatophoric Dysplasia I/I1 O Refrigerated Multi
2001382 TD PAN Specimen 51506 P
51507 Thanatophoric Dysplasia /11 51506 R
2002734 | Thyroid Stimulating Hormone Receptor Ab (6] Frozen
2002735 TSH Receptor Antibody 2002734 R IU/L XX.XX X
2002764 Tramadol and Metabolites, Serum/Plasma O Refrigerated
2002741 Tramadol, Serum/Plasma 2002764 R XXXX.X XX
2002765 N-desmethyltramadol, Serum/Plasma 2002764 R
2002768 O-desmethyltramadol, Serum/Plasma 2002764 R
2002736 Tramadol and Metabolites, Urine (6] Ambient
2002740 O-desmethyltramadol, Urine 2002736 R
2002769 Tramadol, Urine 2002736 R ng/mL XXXXX XX
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2002737 N-desmethyltramadol, Urine 2002736 R
50547 Twin Zygosity Testing (6] Refrigerated Multi
2001383 | TWIN ZYG Specimen 50547 P
50547 Twin Zygosity Testing 50547 R Multi
51332 UDP Glucuronosyltransferase 1A1 Genotype (0] Refrigerated Multi
2001384 | UGT1A1 Specimen 51332 P
51333 UGT Allele 1 51332 R Multi
51334 UGT Allele 2 51332 R Multi
51335 UGT Interpretation 51332 R Multi
51370 Warfarin Sensitivity 3 Mutations O Refrigerated Multi
2001336 WARF GENO Specimen 51370 P
51237 CYP2C9 Allele 1 51370 R
51238 CYP2C9 Allele 2 51370 R
51371 VKORCI Allele 1 51370 R
51372 VKORCI Allele 2 51370 R
51373 Warfarin Sensitivity Interpretation 51370 R
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